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SGFTL I ELMVVVVI IA I FLAAIA IPSYQESFYIRKRNSLNLTAMQAVQQEML

QKLADEQLERHYKRASKRNFSYKGKFDAPKTYLYAQDGKTSVAGMQPTELAVFKFVDP
NTDB id 71562 URS RS03300 WP 005263832.1 .MRKLSGFTLIELMVVVVIIAILAAIAIPSYQSFIRKNLTAQVQQEMLKLADQLERHKAKNFSYKKFDPKYLYAGTVAMPEVFVP 84
NTDB id 1006 ACIAD RS15005 WP 004923843.1 MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQDKSGQTLAKFD 85
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NGMQGVWAS IMKAMTPSLDLASDGNKNLNYSTLLLTNSTGFVRSCKNTKTATSWASNI
VSSYSASCTGST

NTDB id 71562 URS RS03300 WP 005263832.1 G..GI....FNVATSKYKIELKDISRATTENLLTT..DNGMVWSMKATPLDLSDGKLYTLLLTSTGVRCKTTASSNVSYSACTGS 161
NTDB id 1006 ACIAD RS15005 WP 004923843.1 STKQIVQLPLDTSNTKYTLAVVD..TTTNNPLLTSANAIGQGWAIKAMS...ADNNNYSLLLTNTGFSCKNKTWANISSSSC.GT 164
consensus ** !**** *!! * * !** ! *!!!*** ! ! *!! **** ! !*!!!! !! !! !*! ! !*!*

logo GSVEQSW
NTDB id 71562 URS RS03300 WP 005263832.1 GVEQW 166
NTDB id 1006 ACIAD RS15005 WP 004923843.1 GSESW 169
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X ≥ 50% conserved


