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MPMFDKNF ILKNASMPQQYLGFQKLLLSPCRLLCESI SGPTRLKEHKYVSLCKSECWQEQLPWLKQPTIHQRHNEDLQQS IVMLAVVACYHYDAYP IDNR I LIQQFKYEQKLHHYQPTL
NTDB id 71561 URS RS02945 WP 126624141.1 MPMFDNIKASMQQLGQKLLPCRLCESSPRLKHYVLCKSCWQQLPWLKQPIHRHELQIMAVCYYDYPIDRILQQFKYEQKLHHQPL 85
NTDB id 1042 H0N27 RS01930 WP 000472273.1 ..MFKFLN..PQYLFQLLSPCLLCEIGTR.EKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL 80
NTDB id 1071 ABD1 RS15375 WP 000472269.1 ..MFKFLN..PQYLFQLLSPCLLCEIGTR.EKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL 80
consensus !!**** *!*!*!*!*!!*!!!***! **!*!!!*!!*!!!!!!!*!*!********!*!*!!!*!!*!!!!!!!!!!*!*!
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NTDB id 71561 URS RS02945 WP 126624141.1 LDQLIAQMKYPKVQAIVPMPISEARLIERGYNQSLLLAQQLAKKLNLPVWQPIHRLEQHSQKGLNRIERIQGIEQQFVLLEKPKI 170
NTDB id 1042 H0N27 RS01930 WP 000472273.1 LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVALTQEKR 165
NTDB id 1071 ABD1 RS15375 WP 000472269.1 LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVALTQENR 165
consensus !*****!*!*!!!!!!!!!!!!**!!*!!!*!!!!!!!**!*!*!**!!!!!**!!**!!!!!!*!*!!***!!!!!!*!*****

logo RYRKRVL I IDDVVITTGSS IYHALHSQALQKQLGCQTQS IYHACSC I
LAAATSNSQTNSAYKT

NTDB id 71561 URS RS02945 WP 126624141.1 RYRKVLIIDDVVTTGSSIYALHQALQQLGCQQIYACCIAAATNQNAKT 218
NTDB id 1042 H0N27 RS01930 WP 000472273.1 RYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY.. 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 RYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY.. 211
consensus !!!*!!!!!!!*!!!!!!*!!*!!!*!!!!**!*!*!*!!!*****
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