
logo MF
LKKNRSVGLSYFI EPPVFIRYHYWWQDRS IVFL ILAAIAI ILA I LVLHI FVLL IHFAMPAPSDEQTASTKE IA I

VS IRPSTETDPVI
V
E
KHADFLAQADNQKQGSGAKFHRDEASH

NTDB id 71559 URS RS02575 WP 034698958.1 MFKKNVGYFPVIRHWWQDSILLAAIAIAIVLHIFVLLIHFAMPAPSDTATKEIAVSIRPSTDPVEHADFLAQANQKGSGKFHDSH 85
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGAFREAH 85
consensus ! !! ** *!!!! * *!!! *!!*!!!!!!!!!!!!!!!!* !!!!!*!!!!* !** !!!!!!!! ! !!! !** !

logo RMSSDNMSPAKAPMPDSDQASSTGEASAQLTEQTLDEHKI
VQQQRELKFEEKVLMTVLSWQKQAEENSQRKKALQDEDQLQSQFQAKAAMVAS ILEAQYLQRQQ

NTDB id 71559 URS RS02575 WP 034698958.1 RMSSDMPKAMPDQ.SSGESATQTLDHIQQQRELKFEEKVLMTVLSWQKQAEENQRKKAQDDLQSQFQAKAAMVASIEAQYLQRQQ 169
NTDB id 1078 ABD1 RS15030 WP 000914774.1 RMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ 170
consensus !!!! ! *!! *!*!! !!***!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! * !!!!!!!!!!!!!!*!!!!!!!!!

logo

D
NFSRQQKRIKTVDGIQAKKQDASAAYLDNKFREKVELYGNRYYPDEEAKQQNQLAKGEVRLMVI

VLNAQGGIRAIRL ILESSGHP I
VLDEAAKA

NTDB id 71559 URS RS02575 WP 034698958.1 NFSRQQRIKTVDGIQAKQDASAAYLNKFREKVELYGNRYYPDEAKQQNLAGEVRLMVVLNAQGGIRAIRLIESSGHPILDEAAKA 254
NTDB id 1078 ABD1 RS15030 WP 000914774.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRLLESSGHPVLDEAAKA 255
consensus !!!!!*!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!*!!!!!*! !!!!!!!*!!!!!!!!!!!!*!!!!!!*!!!!!!!

logo SVRRGAPFGRFDATGNMKDI SELR I IRTWKRFDNPAEQAEFEVH
NTDB id 71559 URS RS02575 WP 034698958.1 SVRRGAPFGRFDTGMKDISELRIIRTWKFNPAQAEFEVH 293
NTDB id 1078 ABD1 RS15030 WP 000914774.1 SVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!!!!!!!!!! !!!!!!!!!!!!!*! !! !!!!!!

X non conserved

X similar

X ≥ 50% conserved


