logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1184 GTF74 RS02335 WP 000649326.1
1167 A1552VC RS11065 WP 000649326.1
1160 ABDM36 RS02330 WP 000649326.1
1191 AAC28468.1 484..945( )

1192 PAKAF RS23870 WP 024947914.1
1109 0K783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
1188 NELON RS01755 WP 003772458.1
71553 DLM RS23930 WP 089082805.1
1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1
1258 GCO85 RS09745 WP 014844212.1
1274 LPP RS09530 WP 011214168.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1184
1167
1160
1191
1192

GTF74 RS02335 WP 000649326.1
A1552VC RS11065 WP 000649326.1
ABDM36 RS02330 WP 000649326.1
AAC28468.1 484..945( )

PAKAF RS23870 WP 024947914.1
1109 OK783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
1188 NELON RS01755 WP 003772458.1
71553 DLM RS23930 WP 089082805.1
1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1
1258 GCO85 RS09745 WP 014844212.1
1274 LPP RS09530 WP 011214168.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1184
1167
1160
1191
1192

GTF74 RS02335 WP 000649326.1
A1552VC RS11065 WP 000649326.1
ABDM36 RS02330 WP 000649326.1
AAC28468.1 484..945( )

PAKAF RS23870 WP 024947914.1
1109 OK783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
1188 NELON RS01755 WP 003772458.1
71553 DLM RS23930 WP 089082805.1
1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1
1258 GCO85 RS09745 WP 014844212.1
1274 LPP RS09530 WP 011214168.1

consensus

!

- KAYKQEEQK FTt

Pk Dok Dokok |k * ko

N
N
N
FKATAGLQMD
ASVNPLGRT
LLIAEGQISSIA
LLIAEGQi$SIA
TAJASSPSSIA
LAJADAT)GSIA
SLINAQAIMAL
TANSSMIERT!
TLEADSAJSLA
TLEADSAJSLA

k% *

V AW VU'\A|A Y YlQBSR;\L/%gAL 5Aﬂ>ikK IaVeRxsaluiarlarihs lA@

1aY

E YIATE@GSFIZATTEAGT
YIATEGSFIJATTEGT A
YIATEGSFPATTAGT

GAWRADRGSFPNAAALV
EEALSRGWSVKSGT TEDA
TIHYYLNH¢ KDNTSA V
TEYYLNH ENNTSA V
SEAFQTD ITGMTA AKM@F
W SYTTNNSWESSN SAQI
SIENAANAQSDLSV......
SENILNA.ALVAGTPSTI

SIHTAITNNALIZATQ
SIHTAITNNAL ATQ

NETRg TVERV, Yage X ABTKN\/Q>Y'F g a3 Ag; ’)\/kSII\(lPA eads XNTé Pb( K&QELT Mowss A |Q;L<é
GFTRLGTVED. ....... . MGDG APTASGALGETHKYBEDAG . . . . . .. VVSSSK. . oo, IQLAR
GFTRLGTVED........ MGDGKI APTASGALGEHTHIK Y§S DAG ....... VVUSSSK. oo oeenn IQLAR
GFTRLGTVED. ....... MGDGKI APTASGALGETMKYj®DNG . . ... .. VVSSSK. oo IQLAR
NVIFD.......... SANGLDGI4YFAPGGHTV. . . TPDTEANNEARDNG . . . . . .. ANAHKT TETPTVIA....... AS
TKKEV....PLGVA..... ADANKBGTIABKP . DPADGT DRIT T TM...GGAGPKNKEKIMTET. ... ........ RT
Ao SA.STIKGEYVIQKVEMA . .K. .. .. CVlTAQMAS. . . TGUNKEIQDKKMSHEWA . . .. ... ... KRQ
Ao SPPTDIKGJUY\IKEVE K.. ..... CVMTARMLE . . . SCYNNEIKEKKESEWG. . .. ... ... RRE
NKTAAAGGGAGGAAAAGTQHASIYNMKSVKMT . . . . EASPWDMTHAISITEANGIPTGLDENTHREFPLYNK . AVP . AATS
....... SSATA. ......YATNYMDSIN@V . . . AASSVSQEV o ....TVLSELTMTHTP..........VIS
........... GSSVF...TPTENWANLTHEA . . GTGTVPEQMT T........AAGEGTEABVPTAAGTALPVSSAP
....... SSCVGVQEISASNATTN\JAT. .AT. .CGASSAQMT . ...KAKEANETHETP..........TYA
....... V.........SPAATPNJUQS. .[HA..IG. . AN[EVET ........AAGGGT IMTPT.........LQA
....... V.........SPAATPNJAS. . WA .IG..ANGVIT ........AAGGGT vMTPT.........LQA
* % E3

VT AFSS
%Aﬁlk E T NG AYNA%?%EI %géAI'NK

NGLETESTT . -« o v oveeeeeeeen TSEIAPKG TAGATIN. 153
D NGLOTESTT. ..o oo TSEIAIJKGTAGATIN. 153

NGLWTCSTT ................... TSEIARKGTAGATIN. 153
GQISTWTCAPG ............... AANGEETRRLIZTSEQ* . . . . . . 153

DGLUKMTSD. . oo oo QDEQFI|YKGSK. . . . .. 150
DGS K{F®GQPVTRTGDNDDTVA . . DANNA HLIYSTMDESSAT. 164
NESMKFECQPVTRADDDTVADA . . KDGKE HLIESTMBDKASDAK 166
TEARDIYAMAS AAKETADKRFGTGSGVAVGTHPARY AIJSECR . . . . . .. 188
sEsETLeasN . .. ... ASSTQYLIYSS/OM. . ... .. 142
SEPEMATEYAQNKAQAASSVAPS . . .GTMSHAARYAIZAERR. . . . . .. 168
SEAMTOK®TTT. .. .. ... ... ... ... S.DKMYVIYSECRG. . . . .. 147
NEDMTHTOTGG . . . . o THLARYRIZASHRP . . . . .. 136
NGD TWTCTGG .................. THLARYRIZASRP . . . . .. 136

125
125
125
127
127
119
120
147
119
130
124
112
112



(>4 S

non conserved
similar
>50% conserved



