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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
NTDB id 71548 DLM RS20270 WP 089082509.1 MNKNPLRVLVVDDEPDIRELLELTLIKMGLDVATAANVSDAKALLLREPFNLVLSDMRMPDGEGIEVVEFIAEQGLDIPSAIITA 85
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
NTDB id 71548 DLM RS20270 WP 089082509.1 YGSTENAVKAMKAGAFDYLSKPISLAQLRTLVKSVLK...VEGNG..KPLSIERLVGDSPAMLEVRRMIDKLARSQAAVYISGES 165
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALR...LRNPEAEEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGES 165
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRA 250
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
NTDB id 71548 DLM RS20270 WP 089082509.1 IQEKKVRKLGSPQEEPVDARIICATHKDLAALVEAGQFRQDLYYRLNVLPLRMPPLRELRDDIPRFIGALLDRFATPENR..PRL 333
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARL 335
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLEN 425
NTDB id 71548 DLM RS20270 WP 089082509.1 TPDAVKAMLAYNYPGNFRELENILERAIALAGEDKVDVADLQLTPCQPLDDS...............DSSPGYAGSEPLQAFLDR 403
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGA.SQ...............EGAASLSEIDNLEDYLED 404
consensus ! *! **** *!!!*!!!*!**!!!**! *** *** *! *** * ** * * ** !* *!*

logo

V
I EKRDEKAILLIMLKNQALDENAEMTHRFWNRTALQAAQKKLRLGMLTFRSLMRYRMLDKRKFLGLIKDTETEQEV

NTDB id 1045 H0N27 RS16330 WP 168727019.1 IEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 71548 DLM RS20270 WP 089082509.1 VEREAILKALDATRFNRTQAAKLLGLTFRSMRYRMDRLGIK....... 444
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
consensus *!******!!* !**!!! !!**!!*!!!!*!!!****!**

X non conserved

X similar

X ≥ 50% conserved


