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NTDB id 71527 SBA RS17480 WP 261935331.1 MAKAKRKFVCQQCGTVAARWQGQCEDCGEWNSIVEEAAETVFSSRH.....DLQNGGRAITLIGLDSKVELPPRTSTGIAEFDRA 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSI..ETSEEPRVKTQLGEFNRV 83
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV..TSINVNRTKTEMEEFNRV 80
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV..TSINVNRTKTEMEEFNRV 80
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV..TSINVNRTKTEMEEFNRV 80
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV..TSINVNRTKTEMEEFNRV 80
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV..TSINVNRTKTEMEEFNRV 80
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEV..TSINVNRTKTEMEEFNRV 80
consensus !!!*!**!*!!*!!*******!*!**!!*!***!!!**************** ********** ******!**!***!!*!*

logo LGGGI
VVAKPGSALTVL IGGDPGIGKSTLLLQAVASATRQVLASAGQRSVGSLNGSTVALYI

VSGEEASTVADKQQTVIRKLRADQERLGI
L
D
G
N
I
N
D
A
P
S
P
S
E
L
V
F
H
M
Y
V
L
A
L
Y
S
A
A
ETDSNVMERQDYS IVLSRSTAATE I

L
V
SQ
E
E
G
R
M
P
I
N
P

Q
NTDB id 71527 SBA RS17480 WP 261935331.1 LGGGIVAGSATLIGGDPGIGKSTLLLQAAARVAARGLSVAYISGEEATDQVRLRAQRLGLGNAPVMLASATSVRDILTTLSEGPP 165
NTDB id 125 BSU 00870 NP 387968.1 LGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYISSAI.QEMN 167
NTDB id 509 SM12261 RS00130 WP 078228442.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRTEV.ERIQ 163
NTDB id 279 KZH43 RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV.ERIQ 163
NTDB id 238 SPD RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV.ERIQ 163
NTDB id 204 SPR RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV.ERIQ 163
NTDB id 169 SP RS00155 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV.ERIQ 163
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV.ERIQ 163
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NTDB id 71527 SBA RS17480 WP 261935331.1 PALLVIDSIQTMHSDLIEGAPGTVSQVRASSQELIKFAKQRGTALILVGHVTKDGSIAGPRVLEHMVDTVLAFEGERSHQYRILR 250
NTDB id 125 BSU 00870 NP 387968.1 PSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILR 252
NTDB id 509 SM12261 RS00130 WP 078228442.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 279 KZH43 RS00140 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 238 SPD RS00140 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 204 SPR RS00140 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 169 SP RS00155 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
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NTDB id 71527 SBA RS17480 WP 261935331.1 AIKNRFGGTDEIGVFAMVAEGLEEVANPSALFLTQRDETVTGATVFPALEGTRPVLVEIQALVVRLSSGATPRRAVVGWDSGRLA 335
NTDB id 125 BSU 00870 NP 387968.1 AVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFG.NPRRMATGIDHNRVS 336
NTDB id 509 SM12261 RS00130 WP 078228442.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFG.NAKRTTTGLDFNRAS 332
NTDB id 279 KZH43 RS00140 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFG.NAKRTTTGLDFNRAS 332
NTDB id 238 SPD RS00140 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFG.NAKRTTTGLDFNRAS 332
NTDB id 204 SPR RS00140 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFG.NAKRTTTGLDFNRAS 332
NTDB id 169 SP RS00155 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFG.NAKRTTTGLDFNRAS 332
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFG.NAKRTTTGLDFNRAS 332
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NTDB id 71527 SBA RS17480 WP 261935331.1 MVLAVLEARCGLSFSTCEVYLNVAGGYRLSDPAADLAVAAALVSALSEKPLPSDVILFGEIALSSEIRPVAHAPLRLREAAKLGF 420
NTDB id 125 BSU 00870 NP 387968.1 LLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGF 421
NTDB id 509 SM12261 RS00130 WP 078228442.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 279 KZH43 RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 238 SPD RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 204 SPR RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 169 SP RS00155 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
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NTDB id 71527 SBA RS17480 WP 261935331.1 NRAFIPAAAADGV...KGIAVSGFRTLAQLVDQMLGHG 455
NTDB id 125 BSU 00870 NP 387968.1 KRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG. 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 TKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 238 SPD RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 204 SPR RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 169 SP RS00155 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA.. 453
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