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MQYSMRKFKLWKLMNSKKTRYLYFLTFLS ILSVLMTVLFCLGAGVLFIVL ILVASVAPSMTSTVSCWFAQESTEFDQNFQEWKTVAKTAEQTXDSQKMTEYADHTQKSPLVNVAIMTQTKQSVASEHASNGSKI SQAT
Q
A
K
V
N
T
A
F
Q
Y
P
E
K
N
A
D
G
V
I
N
S
V
A
E
T
S
G
I
N
D
Q
T
V
K
I
L
V
H
N
L
V
INQSTANTVANQSE

NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIHLNQANVNE 85
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ....MK.WM......LTLCLLILAPMSWAET........KTKADK.......................YEGIEITVNVNSATAQE 43
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ....MK.KLS.RYTFSLLFGLF.SATTFAEE........KVTTSTEHTPVVMQQV..........AATQKVNANVVNINTATASE 60
NTDB id 71368 K6J59 RS08785 WP 005686287.1 ....MK.LMKTLFTSVVLCGVLVVSSSFAEE........KATEQTA.QPVVATQAEA........QVAPAVVSDKLNINTATASE 63
NTDB id 1362 HI 1008 AAC22669.1 ........MKTLFTSVVLCGALVVSSSFAEE........KATXQTA.QSVVTTQAEA........QVAPAVVSDKLNINTATASE 60
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NTDB id 1041 H0N27 RS14740 WP 005124713.1 F.QQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1395 DSB67 RS04445 WP 010649155.1 IATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1382 A4U84 RS07375 WP 062924234.1 IQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 71368 K6J59 RS08785 WP 005686287.1 IQKSLTGIGAKKAEAIVQYREKHGNFTNAEQLLEVQGIGKATLEKNRDRIIF. 115
NTDB id 1362 HI 1008 AAC22669.1 IQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
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