
logo MKLNL ITLAVVLL IVADLTLLFLPQPSLLLPWQVALVIALVL I FLF I FLWRKRNFLVSLAFFVASLGYFHHYSALSLLSQQAQNRI STAQKQMV
NTDB id 71187 K6J69 RS04530 WP 110431094.1 MKLNLITLAVLLIVADLTLLFLPQSLLLPWQVALVIALVLIFLFIFWRKNFLVSLAFFVASLGYFHHSALSLLQQAQRISAQKQM 85
NTDB id 1359 HI 0061 AAC21739.1 MKLNLITLVVLLIVADLTLLFLPQPLLLPWQVALVIALVLIFLFIFLRRNFLVSLAFFVASLGYFHYSALSLSQQAQNITAQKQV 85
consensus !!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!*!!!!! !!!! !*!!!!*

logo VTFEKIQE I LHQQDYQTLP IATATLETDNNLQEQR I FLNWKAKEVPQLSE IWQAE I SLRPSLSARLNFGGFDRQQWYFSKGITAVGSTVKS
NTDB id 71187 K6J69 RS04530 WP 110431094.1 VTFEIQEILHQQDYQTPIATATLTDNLQEQRIFLNWKAKEVPQLSEIWQAEISLRPLSARLNFGGFDRQQWYFSKGITAVGSVKS 170
NTDB id 1359 HI 0061 AAC21739.1 VTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGFDRQQWYFSKGITAVGTVKS 170
consensus !!! !!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!

logo AAVKIADVSSLRAEKLQQVKRKQTEGLSLQGLL IALAFGERAWLDKNTTWS IYQQTNTAHL IA I SGLHIGLAMGIGFCYLARVVQVFFSP
NTDB id 71187 K6J69 RS04530 WP 110431094.1 AAKIADVSSLRAEKLQQVRKQTEGLSLQGLLIALAFGERAWLDKNTWSIYQQTNTAHLIAISGLHIGLAMGIGFYLARVVQVFSP 255
NTDB id 1359 HI 0061 AAC21739.1 AVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAISGLHIGLAMGIGFCLARVVQVFFP 255
consensus ! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !

logo THRF IHPYFPLVFGVLFAL IYAYLAGFSVPTFRAI SATLVFVFLF IVQIMRRHYYSPFIQFLFTLVVGFLLFCDPLMPLSVSFWLSCGAVGC
NTDB id 71187 K6J69 RS04530 WP 110431094.1 THFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISTLVFVFFVQIMRRYYSPFQLFTLVVGFLLFCDPLMPLSVSFWLSCGAVGC 340
NTDB id 1359 HI 0061 AAC21739.1 TRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFFTLVVGFLLFCDPLMPLSVSFWLSCGAVGC 340
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !*!!!!!*!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo L ILLWYRYVPFSLFQWKNRPFSPKVRWI FLGSLFHLQFGLLLFFTPLQLFLFNGLSLSGFLANFL IMAVP IYSFFLLVPL I LFAVFTNGATM
NTDB id 71187 K6J69 RS04530 WP 110431094.1 LILWYRYVPFSLFQWKNRPFSPKVRWILGLFHLQFGLLLFFTPLQLFLFNGLSLSGFLANLIAVPIYSFFLVPLILFAVFTNGAM 425
NTDB id 1359 HI 0061 AAC21739.1 LLLWYRYVPFSLFQWKNRPFSPKVRWIFSLFHLQFGLLLFFTPLQLFLFNGLSLSGFLANFMAVPIYSFLLVPLILFAVFTNGTM 425
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!! !!!!!!!!!!!!! !

logo FSWQLANKLAEGITGL I SVFQGNWLTVSFNLALFGLTALCAGGI FML I IWNR IYREPEAI SPSSNTWKQIKRAPKRFFTLNLSKPLLKNER INV
NTDB id 71187 K6J69 RS04530 WP 110431094.1 FSWQLANKLAEGITGLISVFQGNWLTVSFNLALFLTALCGGIFMLIIWRIYREPEASPSTWKIKRPRFFTLNLSKPLLKNERINV 510
NTDB id 1359 HI 0061 AAC21739.1 FSWQLANKLAEGITGLISVFQGNWLTVSFNLALGLTALCAGIFMLIIWNIYREPEISSSNWQIKRAKFFTLNLSKPLLKNERINV 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!! !!!!!! !*! ! !!!**!!!!!!!!!!!!!!!!!!

logo LLRCSFGI I LLMCFMTI LLFKQLSKPTWQVDTLDVGQGLATL IVKNGKGI LYDTGSSWRGGSMATELE I LPYLQREGIVLEKL I LSHDD
NTDB id 71187 K6J69 RS04530 WP 110431094.1 LLCSFGIILMCFMILLFKQLSKPTWQVDTLDVGQGLATLIVKNGKGILYDTGSSWRGGSMTELEILPYLQREGIVLEKLILSHDD 595
NTDB id 1359 HI 0061 AAC21739.1 LRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQGLATLIVKNGKGILYDTGSSWRGGSMAELEILPYLQREGIVLEKLILSHDD 595
consensus ! !!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!



logo NDHAGGASTI LKAYPNVEL ITPSRKNYGENYRTFCTAGRDWHWQGLHFQI LSPHNVVTRADNPSHSCVI LVDDGKHNSVLLTGDAEA
NTDB id 71187 K6J69 RS04530 WP 110431094.1 NDHAGGASTILKAYPNVELITPSRKNYGENYRTFCTAGRDWHWQGLHFQILSPHNVVTRADNPHSCVILVDDGKHSVLLTGDAEA 680
NTDB id 1359 HI 0061 AAC21739.1 NDHAGGASTILKAYPNVELITPSRKNYGENYRTFCTAGRDWHWQGLHFQILSPHNVVTRADNSHSCVILVDDGKNSVLLTGDAEA 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!

logo KNEQI FARTLGKIDVLQVGHHGSKTSTSEYLLSQVRPDLVAI I SSGRWNPWKFPHYLSVMERFLHRYKSAVENTAVSGQVRVNFFQDR
NTDB id 71187 K6J69 RS04530 WP 110431094.1 KNEQIFARTLGKIDVLQVGHHGSKTSTSEYLLSQVRPDLAIISSGRWNPWKFPHYLVMERFHRYKSAVENTAVSGQVRVNFFQDR 765
NTDB id 1359 HI 0061 AAC21739.1 KNEQIFARTLGKIDVLQVGHHGSKTSTSEYLLSQVRPDVAIISSGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQDR 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo LE IQQARTEKFSPWYAVRVIGLSKE
NTDB id 71187 K6J69 RS04530 WP 110431094.1 LEIQQARTEFSPWYVRVIGLSKE 788
NTDB id 1359 HI 0061 AAC21739.1 LEIQQARTKFSPWYARVIGLSKE 788
consensus !!!!!!!! !!!!! !!!!!!!!
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