logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1306
1028
1384
1355

DR RS10060 WP 027479822.1

TT RS08215 WP 011173991.1
A4U84 RS08525 WP 010787006.1
HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1

1366
1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1306
1028
1384
1355

NTHI RS01950 WP 011271972.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1

TT RS08215 WP 011173991.1
A4U84 RS08525 WP 010787006.1
HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1

1366
1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1306
1028
1384
1355

NTHI RS01950 WP 011271972.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1

TT RS08215 WP 011173991.1
A4U84 RS08525 WP 010787006.1
HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1

1366
1168
1401
1293
1110
1251
1058
1018

consensus

NTHI RS01950 WP 011271972.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1
NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

<Lz | CDERLCAALLD=GrLDesLQRALERH=EV =LASVLYD=Civ=ERRIASX | EE=REC | PLVeLALARVE Y SPRXK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK

R EREKARR LEALPFALBEeR Y RVAEREYBP LSL ESYyEavEDS L CESYEPYQX T BES WATYAKHYPELGCLEYP =
RSIRPQTALNLQAFPFALE. GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P

SeRCExs"KLCEELyaRCW | 2BERLevALssQexr T CBALCET LY ssSEAy "EBRLYEXLAEQeEC r eFLem et el seEe>x]i
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL
SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA

@
[@ e}

[eNoNoNoNoNoNoNoNoNo o)

157

-
o]
(0]

[eNeoNoNoNoNoNoNoNoNo o)

237

N
w
~

[eNeoRoNoNoNoloNoNoNo o



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1306
1028
1384
1355

DR RS10060 WP 027479822.1
TT RS08215 WP 011173991.1
A4U84 RS08525 WP 010787006.1
HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1

1366
1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1306
1028
1384
1355

NTHI RS01950 WP 011271972.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1
TT RS08215 WP 011173991.1
A4U84 RS08525 WP 010787006.1
HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1

1366
1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1306
1028
1384
1355

NTHI RS01950 WP 011271972.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1

TT RS08215 WP 011173991.1
A4U84 RS08525 WP 010787006.1
HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1

1366
1168
1401
1293
1110
1251
1058
1018

consensus

NTHI RS01950 WP 011271972.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

e LRRDALRY AV YSESE==VEaVY E SDPRERERYR=RL vy MRPXSEYL AP SRWVEEL t ESKYPQEMRLCESLVQECKLSR
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR
LLLLRSDALRYGAVPIGFONGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR

F&LQEALAXﬁE?EV§E5N LVEEKLVSéps EEAFﬁﬁgﬁé) ébVEX
DQLREALQVQAREGKVKPLGEV TELGFASPDEVDSALQKQNVGGGR EDT SPEM PIQ
EALKEALEVQKGLPRAKPLGEIIMVELGLARPEDVEEALQKQRRGGGREEDT, RPEABAQAMATQLEYPYVBPEE
........................................................ D........
................................................... TSYBLEHTQRMTAKNGE
................................................... TSYBLEHTQRMTAQNGE e e
................................................... TSYBLEHTQRMTAQNGE
.............. MLTNLVAIMRQAELISATQEQAVVTQVSASGTS ELSIFHAQEBTEQESH LPET.LSR
.............. MLTNLSTVIMRQAGILTFSQEESLLEQVKASGIS SSIFFQSHE TEHBSS LSCTSLNQ

.............. MHSNLSTIJBRQKGLLTFSQEESLIEQVKASGIS SSEFFTSSEBAEHESS LSQPELSQ
.............. MSVGLLRIBVQNQVVTVEQAEHYY.NESQAGKE FSDEVEMSPKSBAALBMARMISYSILBLRH

...... MALATEEYRLQGIGQLMVLEKLLDKTKAIELHKLAAAEKIS KNKIBSAEQWALTAAQN INC

...... MSALHTSPKFTGFFRRIBVEEKHVSAATMQTALDAAKRAKQDTVAY|RREEVHESPSLEAETHSAE LDV

...... MSAFTTPPKFSGFIRRMVEEGYVNAQNMQQALEKAKKFKQDEVPYDNFSESPLTHAEIMSLE LGV
* *%k % * ok

TocRss el R b L el U\Vmgﬂt A.;Ez&REATKW bl oErel ket

NPPDPKVAL ..... ERYFGE
DPPDPGAPL RLALKRKGLNYEVAPA ATEAABTKIBBEERFYGK
ISPSRWQKNCEEKQISELEAYL AMSIQETEHKISWAYDPRJENNETINCIEIFAIIMWH . . . . . NAJRSPE

ISPDLWERNQQQQS/MELESYF ABIIKEENNRIMBAAD S LEBBSACETEARING. . . . . QQUTPN

ISSDLWARNQQQQS/MELISYF ABIIKEENNRINBNGAYD S LEBSNCETESIINE. . . . . QQUTPH
ISPDLWERNQQQQS/MELESYF ABIIKEENNRINBAGD S LEMSNCETRAIGIINE . . . .. QQiTPH
YDYANLCQQEGLREWMTIND AR AKQGNLILINN/SPEMLEQAEBEFRIgAMNE . . . . . RRBYGR
YEYASLCQTEGLRDIMETIHEN ABSANRTS ST TN ANV ISR QMNEBD FRIGANE . . . . . RRIYGR
YEYASLCQQEGLREMNTIIHN ABSRHR TP S TN AP QQINEBDFRIFAMNE . . . . . RRBYGR
YPRHRVLMGML TEEQMVERHCEMFRRGDKMEFINISPIABAMP O I QK TVSAAM . . . . . DWMlGSR

DN|BLTA
GQHFAE
SEHFVE

IDVGTIPVN
YDTSQIPKD
FDPALFLKDKIDEKI|H

317
317

[eNeoNoNoNoNoNoNoNoNo o)



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1
1028 TT RS08215 WP 011173991.1
1384 A4U84 RS08525 WP 010787006.1
1355 HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1
NTHI RS01950 WP 011271972.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

1306 DR RS10060 WP 027479822.1
1028 TT RS08215 WP 011173991.1
1384 A4U84 RS08525 WP 010787006.1
1355 HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1
NTHI RS01950 WP 011271972.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

1306 DR RS10060 WP 027479822.1
1028 TT RS08215 WP 011173991.1
1384 A4U84 RS08525 WP 010787006.1
1355 HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1
1366 NTHI RS01950 WP 011271972.1
1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RS07725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1
consensus

QMQVEE. .. ..o
QMQEEE. . . oo
QMQVEE. .. .o Q
SIQGAANQGKEISQ..DELANL
SLGQEKSGLKEINQ. .DELAGL
SLSHEKSGLKEINQ..EELASL
STSL..LQEL......... GEGQEEEESHTLYIDNEEA
KESQGLSEYVEDSGDLEGLEISAD.DEDQDIDTATSVTI
ESSFDFNDE. . .EFD...LDVN
ETHFNFDTE. . .ELD...LDVE

\_RE@:‘SLS*:ELAHR B K' )

=

<

=

-

o

o

o

=

n

jas]
—.’X‘!XNIX‘!X.’X!XNNN.’X!XN

el

e SEY.YAR TEINER3 G
el A PGVFEREKEVESEZ Y
LG NQPEssE NALIEPQG
INEMTENRQQA
INEMTENBQQA
INEMTENRQQA

RNKTQQSQEADLSVA
KQAEEEV. .PSPLEL
ESELAFVEQ. .
KF.YQHQE . THFEQED)
KY.YQHQEQSHLEQQM
KF.YQHQE . THFEQED)
KVSDDELQSIEDLSQD)
DIGEDEIENIEDLSQM)
DVGADEIDNIEDLSQD)

DGPTAQEDEEEAPQG|N)
DPHTTDDDDEDDKLK]))

it ) s

&ILDI E R PQDGR

B daburdl B 0 H TSK

TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK

TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK

T o ek

DLR STLPT
DIRR STLPT
DFRVS LPT
DFR STLPT}sl
DFR STLPT}sl
DFR STLPTJl

GEKI\V R LQKASNIPE
GEKHlV R LKKASDIPEI
VLR QKNKPTSFDFLQ
\BRIAQQNKPVE
BRI AQQNKPVEMSFAE
VLRAQQNKPVELSFAE
#DSSAANMD
LDSSSAALDINK
DS SSASIHDJS
N SDAASHINS
9D SGAAKIMGHS
D PSS AMIBGHS
LDPASAMLGI

Q\T/g | QBQX FAE%

DFRVSTLPT
DFRVSTEP TEIAGEK
DFRV[J LPT
DFRVY| LPT

541
544
154
159
160
159
219
219
219
209
228
223
223

619
622
233
238
239
238
298
298
298
289
307
302
302

699
702
313
318
319
318
378
378
378
369
387
382
382



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1
1028 TT RS08215 WP 011173991.1
1384 A4U84 RS08525 WP 010787006.1
1355 HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1
1366 NTHI RS01950 WP 011271972.1
1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1
1028 TT RS08215 WP 011173991.1
1384 A4U84 RS08525 WP 010787006.1
1355 HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1
1366 NTHI RS01950 WP 011271972.1
1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1
1028 TT RS08215 WP 011173991.1
1384 A4U84 RS08525 WP 010787006.1
1355 HI 0298 AAC21962.1

71078 K6J70 RS03615 WP 011961745.1
1366 NTHI RS01950 WP 011271972.1
1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RS07725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

B DL R et ST e s LR

LREAFLRQDPDII|JVGEIRDNETAINIA IXAAIMTGH VL TLHTNAIZesY
LRE\FLRQDPDIIMVGEIRDSETA|STAJNRAAIRTGHLV  TLHT N|JALNRE: EP
LR FLRQDPDIIM GEIRDIE Al A A QTGHLVLSTLHTNYAIRREY
AAQTGHLVLSTLHTN|DARSSY:
AAQTGHLVLSTLHTN|DANSY:
AAQTGHLVLSTLHTN|DARSSY:
FLRQDPD MVGEIRDIRETAJZTA AAQTGHLVLSTLHTNEJALS2Y
FLRQDPD MVGEIRD|® TAJRIA A QTGHLVLSTLHTNEJALSNY
FLRQDPD MVGEIRD|® TAJ@TIA A QTGHLVLSTLHTNEJALSNY
AAQTGH VSTLHTNRAFNY
AAQTGHLVLSTLHTNSALYN
AAQTGH V STLHTNSAIgN LWNS WLVIAQRLER
AAQTGHLV STLHTNNALYEN LWNS WLVIAQRLER
] PUUU D Dok D DD DL k] % ] I KDk skk |k ko P T

.K. Evg EYD‘ B ‘QE)L(AF;% ,'L\Qll'v = PAEQEEAiNsh& % Y R |YEVLHF§§EII'J§<EA| |AgéN6hE\|’g§5A,_

ECKQPT.NADPEVLRR @ISERBIR..GANLMRGT VMDDSHRRTEGAGRP A AEMRD V] LG

HMAVEV . KPDPETLRR{BELSEA .GARLYKGM ER RHAMAGKSATEMKE I/
.......................................... KFDKQTA
i IIfIIIIIIIIIcYIIIIII
........................................ GY......

. . QRASTHQEERLEK .
YORQOPQ.EPNSQLQH .MM IANTEQI. . .. KGASVHEBEKLINT .
Y@OSQPQ.EHTVQLQH .BWEIQTTEINT . . . . . KGASVHEBREKLIAT .
SMYQEVERPSASALKEMEF TDEBLAK . DWKLYRAV[¢I&DR NNGTEVGEMLDVY .
QEYAVRDDFTNQGLIEBEFKEABLYV . . NLKLYKAV[HEEQ . SGGNSLBMILKLIAQ .
Q@YIPA.DIPKQSLLEMEFTEQBLAHPDFRVFQP V[EI§LEOR . E[ea EDGNALEMAAASE .
QESRPI. QVPERSLLE CFTPEBLAQPEFQIFEPV[E§H . EDGNALESAATINE .
(S * * * | Dbk b1 oskosk ok sk ok ok * * *

&FDEtﬁNLR%&EK%@%LE%E | ngLYEuL

ESELRS|BAQDEMNNYA LAICHRRT . E| 887
RAGIUEONL RIMG | F{KINAQGIT | |WE 889
YLDFSSIRJESMKEEEN QBN E T) 461
QTDFKN|RARTeNN Gl S{a[eaMyD E K| 464
QTDFEN|RAERIE RO GITINANE 465
QTDFEN|RIESIE S[AeaNND E K| 464
ANEMQTIRQ ESICHN QR BICN NS E A |2 562
RN GIUIAMNL (NEISG 'EK JMQGIT - I3HE 561
ENGIYSENL[ANISG 'EK (J4QGIT - |3NE 561
KE[EM VD3R ¢ NIQGIT |WAE . 558
SEEMLTHEF QSIS I GIT p9aE .. 574
KL[¢F NN|BHR ¢ NIQG T |HRE 570
TL{¢FNN|BARELE WIQG T - |ANE 570

* * % * k% | % * % | |

779
782
393
398
399
398
458
458
458
449
467
462
462

856
858
429
431
432
431
531
530
530
527
543
539
539



(>4 S

non conserved
similar
>50% conserved



