
logo MKLNL ITLAVVLL IVADLTLLFLPQPLLLPWQVAFLVIALVL I FLF I FLRRNFLVSLAFFVASLGYFHYSALSLLSQQAQNITAQKQV
NTDB id 71012 K6J58 RS05045 WP 005687515.1 MKLNLITLAVLLIVADLTLLFLPQPLLLPWQVAFVIALVLIFLFIFLRRNFLVSLAFFVASLGYFHYSALSLLQQAQNITAQKQV 85
NTDB id 1359 HI 0061 AAC21739.1 MKLNLITLVVLLIVADLTLLFLPQPLLLPWQVALVIALVLIFLFIFLRRNFLVSLAFFVASLGYFHYSALSLSQQAQNITAQKQV 85
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!

logo VTFKIQE I LHQQDYQTL IATATLAENNLQEQR I FLNWKAKEVPQLSE IWQAE I SLRPSLSARLNFGGFDRQQWYFSKGITAVGTVKS
NTDB id 71012 K6J58 RS05045 WP 005687515.1 VTFKIQEILHQQDYQTLIATATLANNLQEQRIFLNWKAKEVPQLSEIWQAEISLRPLSARLNFGGFDRQQWYFSKGITAVGTVKS 170
NTDB id 1359 HI 0061 AAC21739.1 VTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGFDRQQWYFSKGITAVGTVKS 170
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AVKIADVSSLRAEKLQQVKKQTEGLSLQGLL IALAFGERAWLDKTTWS IYQQTNTAHL IA I SGLHIGLAMGIGFCLAVRVVQVFFP
NTDB id 71012 K6J58 RS05045 WP 005687515.1 AVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAISGLHIGLAMGIGFCLVRVVQVFFP 255
NTDB id 1359 HI 0061 AAC21739.1 AVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAISGLHIGLAMGIGFCLARVVQVFFP 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo TRF IHPYFPLVFGVLFAL IYAYLAGFSVPTFRAI SALVFVLF IQIMRRHYSP IQFLFTLVVVGFLLFCDPLMPLSVSFWLSCGAVGC
NTDB id 71012 K6J58 RS05045 WP 005687515.1 TRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQLFTVVVGFLLFCDPLMPLSVSFWLSCGAVGC 340
NTDB id 1359 HI 0061 AAC21739.1 TRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFFTLVVGFLLFCDPLMPLSVSFWLSCGAVGC 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo L ILLWYRYVPFSLFQWKNRPFSPKVRWI FLSLFHLQFGLLLFFTPLQLFLFNGLSLSGFLANFLMAVP IYSFLLVPL I LFAVFTNGTM
NTDB id 71012 K6J58 RS05045 WP 005687515.1 LILWYRYVPFSLFQWKNRPFSPKVRWILSLFHLQFGLLLFFTPLQLFLFNGLSLSGFLANLMAVPIYSFLLVPLILFAVFTNGTM 425
NTDB id 1359 HI 0061 AAC21739.1 LLLWYRYVPFSLFQWKNRPFSPKVRWIFSLFHLQFGLLLFFTPLQLFLFNGLSLSGFLANFMAVPIYSFLLVPLILFAVFTNGTM 425
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo FSWQLANKLAEGI
STGL I SVFQGNWFLNTVSFNLALGVLTALCAGI FML I IWNR IYREPE I

VSSSNTWKQIKRAPKRFFTLNLSKPLLKNER INV
NTDB id 71012 K6J58 RS05045 WP 005687515.1 FSWQLANKLAEGSTGLISVFQGNWFNVSFNLALVLTALCAGIFMLIIWRIYREPEVSSSTWKIKRPRFFTLNLSKPLLKNERINV 510
NTDB id 1359 HI 0061 AAC21739.1 FSWQLANKLAEGITGLISVFQGNWLTVSFNLALGLTALCAGIFMLIIWNIYREPEISSSNWQIKRAKFFTLNLSKPLLKNERINV 510
consensus !!!!!!!!!!!! !!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!! !!!!!!*!!! ! !!!**!!!!!!!!!!!!!!!!!!

logo LRCSFGI I LLCFTI LLFKQFLSKPSTWQVDTLDVGQGLATL IVKNGKGI LYDTGSSWRGGSMAELE I LPYLQREGIVLEKL I LSHDD
NTDB id 71012 K6J58 RS05045 WP 005687515.1 LRCSFGIILLCFTILLFKQFSKSTWQVDTLDVGQGLATLIVKNGKGILYDTGSSWRGGSMAELEILPYLQREGIVLEKLILSHDD 595
NTDB id 1359 HI 0061 AAC21739.1 LRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQGLATLIVKNGKGILYDTGSSWRGGSMAELEILPYLQREGIVLEKLILSHDD 595
consensus !!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo NDHAGGASTI LKAYPNVEL ITPSQRKNYGENYRTFCTAGRDWHWQGLHFQI LSPHNVVTRADNPSHSCVI LVDDGKHNSVLLTGDAEA
NTDB id 71012 K6J58 RS05045 WP 005687515.1 NDHAGGASTILKAYPNVELITPSQKNYGENYRTFCTAGRDWHWQGLHFQILSPHNVVTRADNPHSCVILVDDGKHSVLLTGDAEA 680
NTDB id 1359 HI 0061 AAC21739.1 NDHAGGASTILKAYPNVELITPSRKNYGENYRTFCTAGRDWHWQGLHFQILSPHNVVTRADNSHSCVILVDDGKNSVLLTGDAEA 680
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!

logo KNEQI FARATLGKIDVLQVGHHGSKTSTSEHYLLSQVRPDVAI I SSGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQDR
NTDB id 71012 K6J58 RS05045 WP 005687515.1 KNEQIFARALGKIDVLQVGHHGSKTSTSEHLLSQVRPDVAIISSGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQDR 765
NTDB id 1359 HI 0061 AAC21739.1 KNEQIFARTLGKIDVLQVGHHGSKTSTSEYLLSQVRPDVAIISSGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQDR 765
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LE IQQARTKFSPWYARVIGLSKE
NTDB id 71012 K6J58 RS05045 WP 005687515.1 LEIQQARTKFSPWYARVIGLSKE 788
NTDB id 1359 HI 0061 AAC21739.1 LEIQQARTKFSPWYARVIGLSKE 788
consensus !!!!!!!!!!!!!!!!!!!!!!!
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