
logo MKKPSFSKRLEFSMIKKQVLGWSVIAVLLLGIQI FFYFYKKQKEEQPLPELTFTTSVEHEHQDNREEKLNLTPFNPNEQLSLQDWQNLGF
NTDB id 70978 M949 RS10125 WP 014938605.1 MKKSFSKLEFSMIKKQVLGWSVIAVLLLGIQIFFYFYKKQKEEQPLPELTFTTSVEH..QNREELNLTPFNPNELSLQDWQNLGF 83
NTDB id 1329 RA0C RS02645 WP 004918804.1 MKKPFSRLEFSMIKKQVLGWSVIAVLLLGIQIFFYFYKKQKEEQPLPELTFTTSVEHEHQDREKLNLTPFNPNQLSLQDWQNLGF 85
consensus !!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**! !! !!!!!!!!! !!!!!!!!!!!

logo SERQSETI LKYKDLLGGSFSSKEELSKCYVI SAEKFSELSEF IMLPDKI
VAKSHYEGNSSHRQSFYKSKINTVNKPFNPDLYSVSDWVKL

NTDB id 70978 M949 RS10125 WP 014938605.1 SERQSETILKYKDLLGGSFSSKEELSKCYVISAEKFSELSEFIMLPDKVAKSYEGSSRQSFYKSKITVNKPFNPDLYSVSDWVKL 168
NTDB id 1329 RA0C RS02645 WP 004918804.1 SERQSETILKYKDLLGGSFSSKEELSKCYVISAEKFSELSEFIMLPDKIAKSHENSSHQSFYKSKINVNKPFNPDLYSVSDWVKL 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*! !!*!!!!!!!! !!!!!!!!!!!!!!!!!!

logo GFSEKQAQSF IKYKNYLGGSF I SKEKLRDECYTLSPENYAI IAPYVLLPNKVNPSNSTI
TNE IREKKESVVYQPFDPNDLDLEGWQKLG

NTDB id 70978 M949 RS10125 WP 014938605.1 GFSEKQAQSFIKYKNYLGGSFISKEKLRECYTLSPENYAIIAPYVLLPNKVNSNTINEIREKKESVVYQPFDPNDLDLEGWQKLG 253
NTDB id 1329 RA0C RS02645 WP 004918804.1 GFSEKQAQSFIKYKNYLGGSFISKEKLRDCYTLSPENYAIIAPYVLLPNKVNPSTTNEIREKKESVVYQPFDPNDLDLEGWQKLG 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FSEKQAAVIVNYKQKI LKGKRFKTALDDEVKKCFVI SDEKFQALSTPYIR IKNEEPSVVETI
TKPQIKTNFASVDLNE I SYEQLVEFGFT

NTDB id 70978 M949 RS10125 WP 014938605.1 FSEKQAAVIVNYKQKILKGKFKTADDVKKCFVISDEKFQALTPYIRIKNEEPSVVETIKPQIKTNFASVDLNEISYEQLVEFGFT 338
NTDB id 1329 RA0C RS02645 WP 004918804.1 FSEKQAAVIVNYKQKILKGRFKTLDEVKKCFVISDEKFQALSPYIRIKNEEPSVVETTKPQIKTNFASVDLNEISYEQLVEFGFT 340
consensus !!!!!!!!!!!!!!!!!!!*!!! !*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PKRAAKSYI SFRGLLGGFANKKQI LEATYYIDPDLTQKL I ETAYLDASKVKKYSLSNAPEEWLKKHPYFKYHADKI I FYRLTTPNDK
NTDB id 70978 M949 RS10125 WP 014938605.1 PRAAKSYISFRGLLGGFANKKQILETYYIDPDLTQKLIETAYLDASKVKKYSLSNAPEEWLKKHPYFKYHADKIIFYRLTTPNDK 423
NTDB id 1329 RA0C RS02645 WP 004918804.1 PKAAKSYISFRGLLGGFANKKQILEAYYIDPDLTQKLIETAYLDASKVKKYSLSNAPEEWLKKHPYFKYHADKIIFYRLTTPNDK 425
consensus !*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KI IKF IKPKPEYLEKMTWYI
MEE

NTDB id 70978 M949 RS10125 WP 014938605.1 KIIKFIKPKPEYLEKMTWYIEE 445
NTDB id 1329 RA0C RS02645 WP 004918804.1 KIIKFIKPKPEYLEKMTWYMEE 447
consensus !!!!!!!!!!!!!!!!!!!*!!
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