
logo MKNTI IVFVSLFLLVGACRDKDETI FSETPSQRTQEHP IAALRNELVSAEEGWWFTYFPDVDSLRFSDPNKNIKTSDNAIVFLERQ
NTDB id 70960 M949 RS02480 WP 038693367.1 MKNTIIVFVSLFLLVGACRDKDETIFSETPSQRTQEPIAALRNELVSAEEGWWFTYFPDVDSLRFSDPNKNIKTSDNAIVFLERQ 85
NTDB id 1336 RA0C RS09855 WP 013447183.1 MKNTIIVFVSLFLLVGACRDKDETIFSETPSQRTQEHIAALRNELVSAEEGWWFTYFPDVDSLRFSDPNKNIKTSDNAIVFLERQ 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FGQGGYTFYMKFNEKGTVEMLSDTDYNAANNTLKMTSDFEVKQSSYTQLSFTTYNYIHQLNKSDFLFWKKDRSEGNL I FRTNRYLDTN
NTDB id 70960 M949 RS02480 WP 038693367.1 FGQGGYTFYMKFNEKGTVEMLSDTDYNAANTLKTSDFEVKQSSYTQLSFTTYNYIHQLNKSDFLFWKKDREGNLIFRTNRYLDTN 170
NTDB id 1336 RA0C RS09855 WP 013447183.1 FGQGGYTFYMKFNEKGTVEMLSDTDYNAANNLKMSDFEVKQSSYTQLSFTTYNYIHQLNKSDFLFWKKDSEGNLIFRTNRYLDTN 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!

logo REYLVMKKAI LNGKQASDRMNLMYQNKINYERLYNP I LTIKDSEGGVLFQSNLPYKKQDVKNRYQAFVKNWQPNLYNSSYYSGVA
NTDB id 70960 M949 RS02480 WP 038693367.1 REYLVMKKAILNGKQASDRMNLMYQNKINYERLYNPILTIKDSEGGVLFQSNLPYKKQDVKNRYQAFVKNWQPNLYNSSYYSGVA 255
NTDB id 1336 RA0C RS09855 WP 013447183.1 REYLVMKKAILNGKQASDRMNLMYQNKINYERLYNPILTIKDSEGGVLFQSNLPYKKQDVKNRYQAFVKNWQPNLYNSSYYSGVA 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SGYVATQEGLFFYPGIQLTDQTKFRVFTKEGEAYKSVVNGYEAL ITIK
NTDB id 70960 M949 RS02480 WP 038693367.1 SGYVATQEGLFFYPGIQLTDQTKFRVFTKEGEAYKSVVNGYEALITIK 303
NTDB id 1336 RA0C RS09855 WP 013447183.1 SGYVATQEGLFFYPGIQLTDQTKFRVFTKEGEAYKSVVNGYEALITIK 303
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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