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LVKQRYHVIQSTAQNQRHNYLPDNQLT
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .......MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNT 78
NTDB id 70632 OYT1 RS11625 WP 062626667.1 MSNERRQTSNTAARVLLVDDEPDILELLELALLRMGLEVDRADGVHAALDCLKHNDYDLCLTDMRMQDGEGLDIVRHITAQNLDL 85
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQT 76
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAP 163
NTDB id 70632 OYT1 RS11625 WP 062626667.1 PIAVITAHGNMESAITALKAGAFDYLSKPVSLDQLRALVKSAIHVPKPAPGKTEQSSDERGLLGHAPAMQKVRDLIGRVARSQAP 170
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE...EAPVDNRLLGESPPMRALRNQIGKLARSQAP 158
consensus !*!**!!*!****!! !!!!!!!!***!!! * !* !* *!* * *** * **** *** !*! ***** *! !***!!!!!!

logo VFHYVICSTGESGTSGKEVLAVANRLVIVHRELQGSNPR I
R
SEGQRTPF IVAP I

VNCGAIPESTNELMESELFFGYHRKKGASFTGAEITEQDRKDQGFL IFLQSAAHNSGGSTLFLDE I
VAEDLPMLSAM

NTDB id 1045 H0N27 RS16330 WP 168727019.1 VFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSM 248
NTDB id 70632 OYT1 RS11625 WP 062626667.1 VHICGESGSGKELAARLIVEQSPRREQTFVPVNCGAIPENLMESEFFGYRKGAFTGAEQDRDGFFQAANGGTLFLDEVADLPLAM 255
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAM 243
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEW 333
NTDB id 70632 OYT1 RS11625 WP 062626667.1 QVKLLRAIQEKKVRKVGATQEEAVDVRIISATHNDLAQRVQEGKFRQDLYYRLNVINLTMPPLRELRDDIPEIAQRLLLRLRGDS 340
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDT 328
consensus !!!!!!!*!!!**! !!* !!**!!*!***!*!*!!* ! !*!!!!!**!**!**! *!!!!!***!****!**** ** ***

logo

E
G
T

L
T
V

T
P
A
P
A
K
Q
R
F
L
A
T
E
G
P

A
DAELQESTKTYLGKLANQQYAHRFPGNVRELRENI

M
L
I ERAI

L
Y

A
TLSCDEGDADVAQTIDHQI

P
V

D
H
S

H
DLHQRPLTADPALSEPRADGAENI

S
T

Q
S
T

E
G
N

G
P
T

FASAAQS IQTTVAAPQAALVAKSAKLDLSEGPAISDEVGNP
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEG 418
NTDB id 70632 OYT1 RS11625 WP 062626667.1 TVT...FAPDALSTLGAYAFPGNVRELENIIERALALCDGVAIHVDDLQLTPSEDETTGT................ALAADGAVP 406
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEG................AASLSEIDN 397
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 70632 OYT1 RS11625 WP 062626667.1 LPDYLDQVERNEILKALGRTRFNRTAAARMLGVTFRTLRYRMERLGIKGADKDEG 461
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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