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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 70619 OYT1 RS02025 WP 062625568.1 ...MSVNKVILVGRLGKDPETRYMTSGEAVTNATLATSENWKDKS.GEKQEKTEWHNLVFYRKLAEIAGQYLKKGAQVYI 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MKQMLDGDSGKRAKSNQESQGNTGSDGFMNGAFGPAEGYDENQVQEGSYVGDGWQMNSNQAQVEPAQTNYNQGGASWYAGSQDQRNPQRYAAQQSRQAQPNANPSND
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQSQE.........AYQRPAQQSRQPAPD 142
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQSQE.........AYQRPAQQSRQPASD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQGDV....LQMLDSRSSGGDF.GGNQGSGWNQAPAQTNYNQGGYSDNYA....QNNN 148
NTDB id 70619 OYT1 RS02025 WP 062625568.1 EGKIQTRKWQDKTSGQDRYTTEIIVDQ....MQMLGDKKSGTGN.FEV...VDNNQP........SYA.PRA....AA.. 133
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQ...GGMNVPAQ....QGSWGQPQQ....PA.. 145
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NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 70619 OYT1 RS02025 WP 062625568.1 ...APA...PAASKPAPAKSSGFDNFDDDIPF 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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