
logo

MDRM
V
L
T
A
S
G
T
E
I
M
L
E
D
L
F
I
E
H
T
A
N

K
Q
S
D
E

I
Y
LLDNARGQFLASMALVADETKRHKNGKGSASDI

L
I
Y
H
F
L
I
A
S
T
V
AGAFLMVEP I

P
A
L
Q
M
S

F
M
Y
I
L

R
K
L
I
V
S
N
DGKVEDYILDLTRAKPLIQVLSGNEFSKLAETPKLPMLDESGPVAHDESAKMDI

T
V
A
Q
T
I
R

A
D
E
Q
K
M
T
I
L
A
L
M
V
I
D
N
H
Y
A
C
G
D
S

L
V
M
I
T
M
D
S
T
N
P
Q
E
D
A
K
Q
R
R

Q
S
Q
R
A
D
Q
K
R

A
I
E
Y
F
I
K
T
E
Q
T
E
K
N
F
T
F
R
HEALTCDNFSAVFI

NTDB id 70618 OYT1 RS01210 WP 062625717.1 MDRVLATELIHSLLRQMLARKASDLFITAGFPPALKIDGVLTPLLSPPLSAADTQDMANCLMSPRQSDAFETTHECNFAI 80
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .......MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL.SVADVTALLHAMMDDARQAEFKQTREANFAV 72
NTDB id 1203 PSJM300 01605 AFN76401.1 .......MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAI 73
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .......MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAI 73
NTDB id 1307 DR RS10055 WP 010888596.1 ...MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSF 77
NTDB id 1283 ACE17W RS02630 WP 010947729.1 .......MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSF 73
NTDB id 1259 GCO85 RS10305 WP 010947729.1 .......MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSF 73
consensus *** **! ** **!!*****!*** ****!** * *** ** ** ************ ! *!**

logo

A
L
V
E
S

A
L
N
P
R
I

D
G
P
A
R

D
G
E
N

KKN
S
I
L

E
A
GRFRVSNVAFFLMQYNQQSRDEGMNRMGLNPVAAGGAMVMFILRLRTITEPSTKNQRTEVIRLPTSFPVIMADESEDMLHNKGLPDEQPTVIVFL IQKKNDE I

M
L
V
A
I
L
N
M
S

T
A
F
S

P
S
KRGI

L
I
V I
L
L
F
V
S
T
VGPATGTSGKSTSTMLASAVMTVIQDGHYI

RNEKTQSFNTHSKRSHSTKY
NTDB id 70618 OYT1 RS01210 WP 062625717.1 SPPE.IGRFRVNVFLQQMNVGMVLRTITTQIPSVESLNLPPILKDIVMSKRGLVILVGATGSGKSTTLAAMVGHRNEFSH 159
NTDB id 1177 A1552VC RS01165 WP 000422572.1 VRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRT 150
NTDB id 1203 PSJM300 01605 AFN76401.1 SARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSS 152
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSK 153
NTDB id 1307 DR RS10055 WP 010888596.1 ALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKK 156
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRY 152
NTDB id 1259 GCO85 RS10305 WP 010947729.1 EIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRY 152
consensus **!!!!**! !* **!*! ! * ******* !!******** *!!*****!*!!*!!!!**!*** **! *

logo

L
E
GHIVILSTI

VEDPVI EFMIVHPEQNSHAQRKAGRKNSCLI IVNTHQRE I
VHGLSKIDTDELSWYFDLNEDISAVALRKASNSTAMLREQDAPDMIV I LVIGEMVLIRTSDYLREAVTI

M
K
D
E
R

A
H
L
YAI

L
V
M
S
A
T
A
FAETGHLCVLMFGATLHTANSN

NTDB id 70618 OYT1 RS01210 WP 062625717.1 GHIVTVEDPVEFVHEHRNCIVTHREIGIDTESWLSALKNAMRQAPDVILIGEIRDREAMEYAISFAETGHLCLATLHANN 239
NTDB id 1177 A1552VC RS01165 WP 000422572.1 GHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANN 230
NTDB id 1203 PSJM300 01605 AFN76401.1 GHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANN 232
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANN 233
NTDB id 1307 DR RS10055 WP 010888596.1 LHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNS 236
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNS 232
NTDB id 1259 GCO85 RS10305 WP 010947729.1 EHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNS 232
consensus *!!***!!!*!!*! ** *****!!***!!*!** !!****!**!!*!!*!!*!**!*** !***!!!!!!***!!!*!*

logo ADPTNEKQSATLI ENDR I LVINSHDLFVVYFDPKEADEEQRRHKQNQSEMQFIVFWLRLVSMQSMDLASNELSNLVQKGSAI
L
V
M
I
V
T
S
AQ

R
S
QL IVLRKPDKRTAHPKDNSKGTGKQSGRHIRVGLAVAFIMVYLEVIML IMLACNNSTGPRALALVI SARANDYL I FRQRKEDGKELTVI FNYAHKEQLMITYKEGASTLSVI

M
K
S
A
Q
K
R
T
G
S
A
G
R
T
Q
D
R
A
E
E
V
K
L

NTDB id 70618 OYT1 RS01210 WP 062625717.1 ADQAIDRIVSFYPEERHEQVLMSLSLNLKSLISQRLVPRKNSTGRIAAMEILLNSPLIADLIFKGEINEIKAVMSKSREL 319
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEV 310
NTDB id 1203 PSJM300 01605 AFN76401.1 ANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDL 312
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGEL 313
NTDB id 1307 DR RS10055 WP 010888596.1 APESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGARE 316
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAK 311
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAK 311
consensus ! ****!!* ***** ** * !***!*****!*!*** ** *!****!****** * **!* *** ** ** ** **



logo GMVQTMLFDAQYHALAFTYDGNQTELFYVRDNVDHQRSKGHQDNEHKIL ITSEKYADQEHEKTDGAHLHLKENRSAHAI
L
D
D
N
S
A
L
S
K
P

K
S
N
E
N
L
D
F
L
A
R
R
L
L
Q
R
M
A
L
IKTLEGKSENRSGKEDTAANDGYKDEPHLNLDAGLNTMRSAEGSVRGS IMLSGQEHNGAMVLESTKI

M
R
L
D
E
K
T
P
M
AAPPVPAYNSASSET

S
D
F
S

T
D
D
G
P
Q
R

R
G
G
R

NTDB id 70618 OYT1 RS01210 WP 062625717.1 GMQTFDQALFTLFDSDLITYEEALKNADSLNDLRLRIKLESKAAKDNDLMSGIGHLKLT..................... 378
NTDB id 1177 A1552VC RS01165 WP 000422572.1 GMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY...GSGSLQNVKIDM.............E...... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 GMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLTLEM.............SDDDPGR 378
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMERKM.............TFDGQRR 380
NTDB id 1307 DR RS10055 WP 010888596.1 GMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLA...N......DASAGLGGASMTPAAPPVPAYNSASSSSTGRGG 387
NTDB id 1283 ACE17W RS02630 WP 010947729.1 GMQTLDQHLTELVNKNIISKHTAHEAALNKSLF............................................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 GMQTLDQHLTELVNKNIISKHTAHEAALNKSLF............................................... 344
consensus !!*!*!**!* !* *!** *** !** ***** ** * * *

logo

D
N
S

L
F
G
K
R

RGAAAPATPAAPAAGRSEPGRAGGFGRR

NTDB id 70618 OYT1 RS01210 WP 062625717.1 ............................... 378
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ............................... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 SFR............................ 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NLK............................ 383
NTDB id 1307 DR RS10055 WP 010888596.1 DFGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ............................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ............................... 344
consensus

X non conserved

X similar

X ≥ 50% conserved


