logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
170
280
205
239
538
510

412

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
170
280
205
239
538
510

412

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
170
280
205
239
538
510

412

consensus

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.
70609 FGCSD RS10540 WP 129556361.

SMU RS09535 WP 002262393.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.
70609 FGCSD RS10540 WP 129556361 .

SMU RS09535 WP 002262393.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.
70609 FGCSD RS10540 WP 129556361.

SMU RS09535 WP 002262393.1

AV TELTEOTNEL Bt O D e sl L TEDL L

NINNYAKAETITAVG E LIMGQIEWNTNAQFEF SPQNLAEIGV V BITAVGDN|g2RLIN
WMKAE IAVGTEILTGQI NTNAQFLSEK@AE G DVYFHTAVGDNEGRLLSILE ASESRS)| V LEGGLGPTEDDLTKQTL
MAMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEWRLLSLLEIASQRSSLVILTGGLGPTEDDLTKQTL
AMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEWRLLSLLEIASQRSSLVILTGGLGIATEDDLTKQTL,
BAMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEWRLLSLLEIASQRSSLVILTGGLGIITEDDLTKQTL
MMMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEWRLLSLLEIASQRSSLVILTGGLGIATEDDLTKQTL
MAMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEMRLLSLLETIASQRSSLVILTGGLGPTEDDLTKQTL
AMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEIMRLLSLLEIASQRSSLVILTGGLGPTEDDLTKQTL

[ e I e R e e I I R I o Ry Iy ey ey ey Y R I R I ey ey I

e\t P Ron M)

(EACLAET I BT Vel

FFAMRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGLEVDGVTYVVLPGPPSELKPMVLNQLL

FFANRPDYARTPNNERQAQIVEGARPLPNETGLAVGG LEVDGVTYVVLPGPPSELKPMVLNQLL

FFANRPDYARTPNNERQAQ VEGAIPLPNETGLAVGG LEVDGVTYVVLPGPPSELKPMVLNQLL
§ RTANNA QAQI

| Pk 1 *ok |k x * * % % [ ko Dokokok Dok Dok ok | ok | oskokokook ok ! rrrrrrnd | sk ok ok %

(L N T o

DD VAT T R R D

HrihiHP4H

* Ak Ak | Tork b br Do bk L D D b DT

169
166
166
166
166
166
166
166
166
166

249
243
247
247
247
247
247
247
248
243



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
170
280
205
239
538
510

412

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
170
280
205
239
538
510

412

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
170
280
205
239
538
510

412

consensus

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.
70609 FGCSD RS10540 WP 129556361.

SMU RS09535 WP 002262393.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.
70609 FGCSD RS10540 WP 129556361 .

SMU RS09535 WP 002262393.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.
70609 FGCSD RS10540 WP 129556361.

SMU RS09535 WP 002262393.1

1
1
1

MAESL A Okt ks e vwo,oﬁﬁ [0t

/\kAu SREsY

adle ] EED sl iy

SLRDMCYGYGEEMSLASIVVEELK QGKTIWAAESLTAGLFQATVAMFSGASSIFIAGGFVTYSLEEKS MLDIPWKILEEMNGV
IMCYGYGEETSLASIVVEELKRQGKT I\ AESLTAGLFQAEVADFSGASSIFKGGFVTYSLEEKS MLDIPUKMLEE
NQSLSDFLYGYEE NSLAREVFELLM MO KTIWAAESLTAGLFQ T ASFEGASQ FNGGFVTYS EEK
% %k 3k %k k %k k ok |

ekl ApoeBes Ok LT DBLE ke

VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP

kk |1 oskok ok sk sk k ok * %

eI )RR v AR R Ls

ANGKERHEFHFMESRT . G SREAK Y@ CHIBELIMLIMEQ

GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS
GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS
GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS
GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS

VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP

| %% * | 5k %k sk k k% * | okokok | | % | % %k 3k %k %k % % k * | * | % * % * |k ok

K. .. 416
393
D 418
D 418
m. ... 418
m. ... 418
D
D

418
418
423

HKNLV 418

K non conserved
B similar
> 507 conserved

331
312
332
332
332
332
332
332
333
328

415
393
417
417
417
417
417
417
418
413



