
logo MS
TKPTNTASDLSASHTPMMQQYWRLKNREQHPDQLMFYRMGDFYE I

LFYDEDAKKAAAKLLDITLTARGQSAGQTAS IPMACGIPFYH
NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 MSKTTSDLSSHTPMMQQYWRLKNQHPDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQSIPMCGIPYH 75
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFH 75
consensus !*!* !!! !!!!!!!!!!!! !!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!*!!!*!

logo SALEGYLAVKRLVKLGESVVICEQIGDPAATSKGPVERQVVR I ITPGTVSDEALLDERRDNL ILAAVLVGDERLFGLSVLD
NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 SLEGYLVKLVKLGESVVICEQIGDPATSKGPVERQVVRIITPGTVSDEALLDERRDNLIAAVLGDERLFGLSVLD 150
NTDB id 1201 CAH03854.1 414..2993( ) SAEGYLARLVKLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLD 150
consensus ! !!!! *!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!

logo IATSGNRFSVLQE I
LKGWENTLLAELER I

L
N
SPAVELL IPDDWPKQDGLPALEKRRGAVKRRRAPWDFDERDSAFLKSLCQQFSTVQDLKG

NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 ITSGNFSVLEIKGWENLLAELERINPVELLIPDDWPKDLPAEKRRGAKRRAPWDFERDSALKSLCQQFSVQDLKG 225
NTDB id 1201 CAH03854.1 414..2993( ) IASGRFSVQELKGWETLLAELERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKG 225
consensus ! !! !!! !*!!!! !!!!!!!* ! !!!!!!!!! !! !!!!! *!!!!!!!*!!!! !!!!!!!! !!!!!

logo FGCENTLTLAIGAAGCLLAGYAKETQRTALPHLRSLRHERLADDTVI
VLDGASRRNLELDTVNLASGGRDNTLQSVMVDRCQ

NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 FGCETLTLAIGAAGCLLGYAKETQRTALPHLRSLRHERLDDTVVLDGASRRNLELDTNLAGGRDNTLQSVVDRCQ 300
NTDB id 1201 CAH03854.1 414..2993( ) FGCENLTLAIGAAGCLLAYAKETQRTALPHLRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQ 300
consensus !!!! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!! !! !!!!!!!!!!*!!!!

logo TAMGSRLLTRWLNRPLRDNLRES IVLEQARQDTS ITCLLDEGHYRFEKQLQPQLKDE IGDI
LER I LAR IGLRNARPRDLARLRDAL

NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 TAMGSRLLTRWLNRPLRDLSVLQARQTSITCLLDGYRFEKLQPQLKEIGDIERILARIGLRNARPRDLARLRDAL 375
NTDB id 1201 CAH03854.1 414..2993( ) TAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQLQPQLKDIGDLERILARIGLRNARPRDLARLRDAL 375
consensus !!!!!!!!!!!!!!!!! *! !!! !!!!!!**!!!! !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo AALPQLQAAGMQTDELDVATPHLLQEQLATVSTAIGSTYPELAAELLAGKRAI IDNPPAI
V IRDGGVLKTGYDPSELDELQASLSENAGQFYL

NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 AALPQLQAAMTELDTPHLQQLAVTAGTYPELAALLGKAIIDNPPAIIRDGGVLKTGYDSELDELQALSENAGQFL 450
NTDB id 1201 CAH03854.1 414..2993( ) AALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDGGVLKTGYDPELDELQSLSENAGQYL 450
consensus !!!!!!!!*! *! !!! !! * !!!!!! !!**!!!!!!!!*!!!!!!!!!!!!*!!!!!! !!!!!!!*!

logo

I
MDLEATREKARTGLANLKVGYNRVHGYF I ELPSKQAESAPAIDYI

QRRQTLKGAERF ITPELKEFEDKALSAKSRALA
NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 IDLEAREKARTGLANLKVGYNRVHGYFIELPSKQAESAPIDYQRRQTLKGAERFITPELKEFEDKALSAKSRALA 525
NTDB id 1201 CAH03854.1 414..2993( ) MDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELKEFEDKALSAKSRALA 525
consensus *!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo REKLMLYDEENLLEDML IGSHQLAPLQDESTAASALAELDMVLSNLAERALNLDLNCRPRFVESEQPCMRI EVQGRHPVVEQVLETTPFV
NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 REKMLYENLLEDLISQLAPLQDTASALAELDVLSNLAERALNLDLNCPRFVSEPCMRIVQGRHPVVEQVLTTPFV 600
NTDB id 1201 CAH03854.1 414..2993( ) REKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVLETPFV 600
consensus !!!*!!* !!! !! *!!!!!**! !!!!!!*!!!!!!!!!!!!!!*!!!! !!!!! !!!!!!!!!!! !!!!

logo ANDLGSLDDADTRMLVITGPNMGGKSTYMRQTAL IVLLAHQIGSFVPAAASCELSLVDR I FTR IGSSDDLAGGRSTFMV
NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 ANDLSLDDDTRMLVITGPNMGGKSTYMRQTALIVLLAHIGSFVPAASCELSLVDRIFTRIGSSDDLAGGRSTFMV 675
NTDB id 1201 CAH03854.1 414..2993( ) ANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMV 675
consensus !!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EMSETANI LHNASTDERSLVLMDEVGRGTSTFDGLSLAWAAAEHRLAHKLRAFYTLFATHYFELTVLPESEPLVVANVHLNS
NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 EMSETANILHNATERSLVLMDEVGRGTSTFDGLSLAWAAAERLAHLRAYTLFATHYFELTVLPESEPLVANVHLN 750
NTDB id 1201 CAH03854.1 414..2993( ) EMSETANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLS 750
consensus !!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!*!!!!!!!!!!!!!!!!!!*!!!!!!

logo ATEHNER IVFLHHVLPGPASQSYGLAVAQLAGVPGNDEVIQTRARDEHLSRLETTASLPSHEATAPRVAI SPAKATPSGSKQPAAPPMYQS
NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 ATEHNERIVFLHHVLPGPASQSYGLAVAQLAGVPNDVITRAREHLSRLETTALPHETAVASPAKASSKPAAPYQS 825
NTDB id 1201 CAH03854.1 414..2993( ) ATEHNERIVFLHHVLPGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPRI....TPGQPAPPMQS 821
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!! !!!*!!!!!!!! !*!! * **** * !!*! !!

<0

logo DMFASLPHPVLDEELAGKR I
L
D
N
L
PDDLVTPRKQALELMLYASLKTR IO

NTDB id 70601 PFLUOLIPICF7 RS02520 WP 045791261.1 DMFASLPHPVLDELAKLDLDDLTPRKALEMLYALKTRI. 863
NTDB id 1201 CAH03854.1 414..2993( ) DMFASLPHPVLEELGRINPDDVTPRQALELLYSLKTRI* 859
consensus !!!!!!!!!!!*!!*** *!!*!!! !!!*!! !!!!!

X non conserved

X similar

X ≥ 50% conserved


