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MTKPM
N
A
SDLSAHTPMMQQYWKRLKNREQHLPDQLMFYRMGDFYE I

LFYDEDAKKAAAKLLDITLTARGQSAGQTAS IPMACGIPFYHASAEGY
NTDB id 70596 PSYRMG RS22840 WP 161937152.1 ....MSDLSAHTPMMQQYWKLKNQHLDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQSIPMCGIPYHAAEGY 76
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGY 80
consensus **** !!!!!!!!!!!!!*!! !*!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!*!!!*! !!!!

logo LAKRLVKLGESVVICEQIGDPAATSKGPVDERQVVR I ITPGTI
VSDEALLDERRDNL ILAAVLVGDERLFGLASVLDIATSGNRFSVLQE

NTDB id 70596 PSYRMG RS22840 WP 161937152.1 LAKLVKLGESVVICEQIGDPATSKGPVDRQVVRIITPGTISDEALLDERRDNLIAAVLGDERLFGLAVLDITSGNFSVLE 156
NTDB id 1201 CAH03854.1 414..2993( ) LARLVKLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQE 160
consensus !!*!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!*!!!*!!!!!!!! !!!! !! !!! !

logo

I
LKGWENTLLAELER I

L
N
SPAVELL IPDDWPQGLPALEKRRGSVRRRAPWDFDERDSAFHKSLCQQFASTQDLKGFGCENLTLAIGAAGC

NTDB id 70596 PSYRMG RS22840 WP 161937152.1 IKGWENLLAELERINPVELLIPDDWPQGLPAEKRRGSRRRAPWDFERDSAHKSLCQQFATQDLKGFGCENLTLAIGAAGC 236
NTDB id 1201 CAH03854.1 414..2993( ) LKGWETLLAELERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGC 240
consensus *!!!! !!!!!!!* ! !!!!!!!!!!!!! !!!!! !!!!!!!!*!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo LLASYAKETQRTALPHLRSLRHERLADDTVI LDAGASRRNLELDTVNLSGGRDNTLQSVMDRCQTAMGSTRLLTRWLNRPLRDNLRET
NTDB id 70596 PSYRMG RS22840 WP 161937152.1 LLSYAKETQRTALPHLRSLRHERLDDTVILDAASRRNLELDTNLSGGRDNTLQSVMDRCQTAMGTRLLTRWLNRPLRDLT 316
NTDB id 1201 CAH03854.1 414..2993( ) LLAYAKETQRTALPHLRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNRE 320
consensus !! !!!!!!!!!!!!!!!!!!!!! !!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo I LEQARQDTS ITCFLLEHRYRFENQLQPQLKDE IGDI
LER I LAR IGLRNARPRDLARLRDALASALPEQLQAQAGMQTDLEVAPHLLQEQLAQTSTAI

NTDB id 70596 PSYRMG RS22840 WP 161937152.1 ILQARQTSITCFLERYRFENLQPQLKEIGDIERILARIGLRNARPRDLARLRDALSALPELQQAMTDLEAPHLQQLAQTA 396
NTDB id 1201 CAH03854.1 414..2993( ) ILEARQDSITCLLEHYRFEQLQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSI 400
consensus !! !!! !!!! !!*!!!!*!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!! !!! !! *! !! !!!! !! *

logo STYPELADELLAQRAI IDNPPAVIRDGGVLKTGYDAPELDDELQSLSENAGQFYL IMDLEATREKARTGLAGNLKVGYNRVHGYF I EL
NTDB id 70596 PSYRMG RS22840 WP 161937152.1 STYPELADLLQRAIIDNPPAVIRDGGVLKTGYDAELDDLQSLSENAGQFLIDLEAREKARTGLGNLKVGYNRVHGYFIEL 476
NTDB id 1201 CAH03854.1 414..2993( ) STYPELAELLARAIIDNPPAVIRDGGVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIEL 480
consensus !!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!*!*!!! !!!!!!!!*!!!!!!!!!!!!!!!!

logo PSKQAEQSAPADYIRRQTLKGAERF ITPELKEFEDKALSAKSRALAREKLMLYDEETLLEDML IGHLAPLQDESTAAALAELDMVLSN
NTDB id 70596 PSYRMG RS22840 WP 161937152.1 PSKQAEQAPADYIRRQTLKGAERFITPELKEFEDKALSAKSRALAREKMLYETLLEDLIGHLAPLQDTAAALAELDVLSN 556
NTDB id 1201 CAH03854.1 414..2993( ) PSKQAESAPADYIRRQTLKGAERFITPELKEFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSN 560
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!* !!! !!!!!!!!!**!!!!!!!!*!!!



logo LAERALNLDLNCRPRFVAEEQPCMRI EQGRHPVVEQVLESTPFVANDLAGLDDASTRMLVITGPNMGGKSTYMRQTAL IVLLAHQIG
NTDB id 70596 PSYRMG RS22840 WP 161937152.1 LAERALNLDLNCPRFVAEPCMRIEQGRHPVVEQVLSTPFVANDLALDDSTRMLVITGPNMGGKSTYMRQTALIVLLAHIG 636
NTDB id 1201 CAH03854.1 414..2993( ) LAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVLETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIG 640
consensus !!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!! !!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo SFVPAAASCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSETANI LHNASTDKRSLVLMDEVGRGTSTFDGLSLAWAAAECHLAKQ
NTDB id 70596 PSYRMG RS22840 WP 161937152.1 SFVPAASCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSETANILHNATDKSLVLMDEVGRGTSTFDGLSLAWAAAECLAQ 716
NTDB id 1201 CAH03854.1 414..2993( ) SFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSETANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAK 720
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo LRAFYTLFATHYFELTVLPESEPLVVATNVHLNSATEHNER IVFLHHRVLPGPASQSYGLAVAQLAGVPGEKVIQSRAKRDEHLQSRLET
NTDB id 70596 PSYRMG RS22840 WP 161937152.1 LRAYTLFATHYFELTVLPESEPLVTNVHLNATEHNERIVFLHRVLPGPASQSYGLAVAQLAGVPGKVISRAKEHLQRLET 796
NTDB id 1201 CAH03854.1 414..2993( ) LRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVLPGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLET 800
consensus !!!*!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! !! !!**!! !!!!
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logo TSLPSHEAQPRAIKTPGKQPAPVPMQQSDMFASLPHPVLDEELGSKR I
V
K
N
P
VDDMVTPRQALDELLYSTLKQTR I

L
O

NTDB id 70596 PSYRMG RS22840 WP 161937152.1 TSLPHEQPRAKPGKPAVPQQSDMFASLPHPVLDELSKVKVDDMTPRQALDLLYTLQTRL. 855
NTDB id 1201 CAH03854.1 414..2993( ) TSLSHEAPRITPGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQALELLYSLKTRI* 859
consensus !!!*!! !! !! !!*! !!!!!!!!!!!!!*!! ** *!!*!!!!!!*!!!*! !!*
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X ≥ 50% conserved


