logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1
184 SPR RS03565 WP 000491790.1
148 SP RS03910 WP 000491790.1

70582 FGCSD RS05150 WP 129555679.

363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1
184 SPR RS03565 WP 000491790.1
148 SP RS03910 WP 000491790.1

70582 FGCSD RS05150 WP 129555679.

363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1
184 SPR RS03565 WP 000491790.1
148 SP RS03910 WP 000491790.1

70582 FGCSD RS05150 WP 129555679.

363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1
184 SPR RS03565 WP 000491790.1
148 SP RS03910 WP 000491790.1

70582 FGCSD RS05150 WP 129555679.

363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1
184 SPR RS03565 WP 000491790.1
148 SP RS03910 WP 000491790.1

70582 FGCSD RS05150 WP 129555679.1

363 SMU RS05195 WP 002262215.1

consensus

L

o Ay RO TL T T s e et vt ...

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN ARt
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN A s
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN ARt

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN A R

Dotk fokok ook Dokoskok De DL Dok D D D 1L Dok sk ok s ok ok ok ok k kR okok ok ok ok okokok | |k

sV s ] KGR ToLSReL Lo L el oncurl EEARY L ETN sousTal Ky

DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAV

DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVENSYGQEEIYRVILMETNISSVSTNIKYAAV

DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAV

DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVEFNSYGQEEIYRVILMETNISSVSTNIKYAAV
I8N S ANGR TIANEFBAISNY QN FERRDNS

ABFEIKSNG] NT WIL DKJEIRY WAYNINEERILN T - I8

Kokokokkkokkokokkok | Lkk| | Kok ok K ok K ok K ok K | K K oK K K K K oK K K K K

LTt I b DL AR AL SRS ALY

LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIM
LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLONRLETLFRKPEATIM
LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIM
LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIM
VMilAFW S LAS YL SR P LESH KQRUFVENASHELRTPLAVLQNRLE LFRKPRJETI®

INT QLE ANmy Ay I BVMpMUEFW S AS YLA |US[N P LENM KQIESSFVENASHELRTPLAVLQONRLE LFRKPEATI|S
Fok ook bl skok |okok ok f ok Dbk Dl Dok Dl Dbk Dok Dok D sk Db DL DD E R EEE R Pk

DAEIAEEIRL e oL ULARI): [ st THIVE eV RIRE R TR T

DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT
DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT
DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT
DVSESTIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFENTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT

€ DIVEQEAKN INERN TIAKNGITMT VK VRINDF . YPERSEENTH
Dok Dskokokokokok Dok D1 Do Dok D okoskook sk ok skok ok ok ok ok ok ok ok ok * %

...... PP EEEE D Dooskoroseskokokok | 1ok trrernt

O AR L L

ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK
ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTROKGGFGLGLSLAKQIVDALKGTVTVK
ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK

Tl ] P b 1ok 4k

ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK

Kok kx| Dok Dk DD D DLk

166
166
166
166
168
163

251
251
251
251
253
248

336
336
336
336
338
333

421
421
421
421
423
418



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
70582 FGCSD RS05150 WP 129555679.1
363 SMU RS05195 WP 002262215.1

consensus

KT e s

K non conserved
B similar
> 507 conserved

444
444
444
444
436
435



