LD 8 PR DT 0 ATTR | LTSS A A e

NTDB id 70572 FGCSD RS02230 WP 129555304.1 [IS|QRAANCINNNES)HE) AN QG AW AN VK (e s R D Te 1) ¢ i N e 9 W RN e DN 1 S (e 30N M3 VIRV R R KSES S NI W 85
NTDB id 479 HSISS4 RS06980 WP 021143812.1 MPEKLVEVKDVEISFGEGEKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGILSHSEKNDL 85

NTDB id 328 STU RS16110 WP 002951426.1 MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSEKNDL 85
NTDB id 296 STER RS06910 WP 011681415.1 MPEKLVEVK VEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSEKNDL 85
consensus
RB i R0 L ERATVY 0 A B e 4 e R HEFS QRQR ARi{V 9 Q

H A

END) I e R AV Y 2R A O I S (O IO T i e IR (9N R TR TOMIFQDPAASLNERATVDYI SEGLYNFWNL KINEEERKIRKIKN EEVGLLEEHLTRYPHEFSGGQRQRIGIAR LVM P 170
NTDB id 479 HSISS4 RS06980 WP 021143812.1 IRRIQMIFQDPAASLNERATVDYILSEGLEINFHLYKDEE RKAKIKIQIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD 170
NTDB id 328 STU RS16110 WP 002951426.1 IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD 170
NTDB id 296 STER RS06910 WP 011681415.1 IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD 170

A0 SRR RO N LA VRO

logo LV

NTDB id 70572 FGCSD RS02230 WP 129555304.1

NTDB id 479 HSISS4 RS06980 WP 021143812.1 |AAFNIANETIMASASYIURNINNGIAN ARG NRER YN :IAANARRDEAVAARACRRUATV Y AA RGN IR SIARTNAY 255
NTDB id 328 STU RS16110 WP 002951426.1 LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP A
NTDB id 296 STER RS06910 WP 011681415.1 LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP 255

D e i g

logo

NTDB id 70572 FGCSD RS02230 WP 129555304.1 307
NTDB id 479 HSISS4 RS06980 WP 021143812.1 309
NTDB id 328 STU RS16110 WP 002951426.1 IPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQS Kciole]
NTDB id 296 STER RS06910 WP 011681415.1 IPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309

consensus

K non conserved
B similar

> 50% conserved



