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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 70540 EL386 RS03705 WP 126453552.1 ..MDRYLALIVDDEPDILELLEMTLSRMDIDCQSAADIATAKQLLSQYDFDLCLTDMRLPDGDGIDLVRYMQQGHANIPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDV......DNKNQNYQGFIGSSQTMQAVYRT 145
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT.......TENALENKLLIGRSLPIQQLRIA 153
NTDB id 70540 EL386 RS03705 WP 126453552.1 AMITAHGNMELAITALKAGAFDFVSKPVDLGVLRNLVNTALRLSHKAGDQPGTKTASAPPADTSQELLGESASIQRTRET 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE..........EAPVDNRLLGESPPMRALRNQ 148
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHG 233
NTDB id 70540 EL386 RS03705 WP 126453552.1 IKKLARSQAPVYISGESGSGKELVARLVHELGPRAAKPFVPVNCGAIPQDLMESEFFGHKKGSFTGAVSDKTGLFQAAEG 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASG 228
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
NTDB id 1045 H0N27 RS16330 WP 168727019.1 GSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRE 313
NTDB id 70540 EL386 RS03705 WP 126453552.1 GTLFLDEVAELPLHMQVKLLRAIQEKSVRPVGEQHEAPIDVRILSATHKDLAALVSEGSFRQDLYYRINVIQLPVPSLRE 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRE 308
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQ..MSAP 383
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNP 393
NTDB id 70540 EL386 RS03705 WP 126453552.1 RKDDIPLLAAHILGKLAGEMGTAPPRLSADALDALAGYAFPGNVRELENILERAMTLCEGDRINAGDLHLPTAMPEAT.. 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ.. 386
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 INRALP.....LAHENKVSVHEIFPL....WMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKE 454
NTDB id 1045 H0N27 RS16330 WP 168727019.1 FASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTET.EQE 472
NTDB id 70540 EL386 RS03705 WP 126453552.1 ........VAGLG.LPTTEMHGDQPLEDYLDSIEKDAILQALEQTRFNKTAAAKKLGITFRALRYRLKKLGLEE...... 461
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........EG......AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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