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NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNE.GAVPTKLSDV.. 69
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSR.GWSVKSGTGTED 71
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINE.GKTPSLTSTDE. 72
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISE.GHTPSLVSSLP. 74
NTDB id 1365 NTHI RS01955 WP 011271973.1 ..MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNETTNC...... 72
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVA. 73
NTDB id 70520 EP379 RS11035 WP 127477860.1 ........MKKQAGFTLIELMIVVAIIGILAAIAIPQYQDYIARTQVNRAYGEVSALRTAVEENLMRGNAGFAAAD.LGY 71
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 ........GF....TRLGTVE........DMGDGKIVIAPTASGALGGTIKYTFDAGVVSSSKIQL.ARD.ANGLWTCST 135
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ........GF....TRLGTVE........DMGDGKIVIAPTASGALGGTIKYTFDAGVVSSSKIQL.ARD.ANGLWTCST 135
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ........GF....TRLGTVE........DMGDGKIVIAPTASGALGGTIKYTFDAGVVSSSKIQL.ARD.ANGLWTCST 135
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........GFTAATSSVCATYS.IDAFTETDGAGKIT.CTLKG............NPKIATKIVEL.TRS.TDGAWTCVS 125
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKKEVPLGVAADANKLGTIAL.KP..DPADGTADITLTFTMGG..........AGPKNKGKIITL.TRTAADGLWKCTS 137
NTDB id 1197 PSJM300 03940 AFN76866.1 .....GYIGITDSTS.YCDVDL.D...TAADGH..IE.CTAKGG..........NAGKFDGKTITL.NRT.ADGEWSCAS 127
NTDB id 1204 PSJM300 03935 AFN76865.1 .....GFIGIGASTN.YCTVTL.I...ATATGS..IT.CTTQNG..........MPDRFNGKTITI.ART.TDGLWDCTS 129
NTDB id 1365 NTHI RS01955 WP 011271973.1 ...TGGKNGIAADI..TTAKGY...VKSVTTSNGAITVKGDGTLANMEY.............ILQATGNAATGVTWTTTC 131
NTDB id 1191 AAC28468.1 484..945( ) ....GNVIFDSANG..LDGKYFAPGGVTVTPDTGAINIAFDAGANAGKTMTI...TPTVI.......AASGQISTWTCAP 137
NTDB id 70520 EP379 RS11035 WP 127477860.1 V.........ASNI..TTG..A.LTINFAATGAGSLAVTLGGNAA...........AAVAGTTI..TLNRAVDGTWTCDV 124
NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSVF...TP..TKNVAN.LTIAGTGTVPGQITVTYTT.AAGGGTLAL...VPTAAGTALPVSSAPSGPIMWTCYA 140
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNA..TTNVAT...ATCGASSAGQIIVTMDTTKAKGANITL...TP..........TYASGAVTWKCTT 134
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAA..TPNVQS...IAIG..ANGVITITYTA.AAGGGTIIM...TPT.........LQANGDVTWTCTG 122
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAA..TPNVAS...IAIG..ANGVITITYTA.AAGGGTIVM...TPT.........LQANGDVTWTCTG 122
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NTDB id 1167 A1552VC RS11065 WP 000649326.1 T................VTSEIAPKGCTAGATIN...... 153
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 D................VPTEFLPKGCTAGTPTEGAITSL 149
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NTDB id 1365 NTHI RS01955 WP 011271973.1 KG...............TDASLFPANFCGSVTQ....... 149
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NTDB id 70520 EP379 RS11035 WP 127477860.1 DE..........SGAGSWKASYMPAGCS............ 142
NTDB id 1424 RS RS02795 WP 011000517.1 QNKAQAASSVAPSGTMSLAAKYAPAECR............ 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 T...............S.DKKYVPSECRG........... 147
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