
logo

MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER
NTDB id 70505 EP379 RS01000 WP 127474857.1 ..................................................................................... 0
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER 85
consensus *************************************************************************************

logo

VESAKEAVAEM
T
F
VGEFAGKVGNKQVQSEGAEKVAPETQTEQEQDHKLPGLWALARLKRQGLAKSTGRDQKLLMANKTDS ILARDGLVFVSGVGGRKQIDGDEDELLYEELETRVL ILMTAGDMVGMVEATET

NTDB id 70505 EP379 RS01000 WP 127474857.1 ..........MFGFGKNK.SGEKPEQQQDKPGLLARLRQGLAKTGQLLNTDIRDLVSVGRKIDDELLEELETRLLMADVGVEATT 74
NTDB id 1118 NGFG RS11455 WP 003696286.1 VESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVF.GGGQIGEDLYEELETVLITGDMGMEATE 169
consensus ********** ! * * * *!*! !!!*!!!!!* * * * * ! ! **! !!!!! !* *!*!*!!!

logo

T
Y
I
L
I
M
K
QDLVRTGKR I

VSLRKGQLKNDGSANAELFRAGALKREADLMAYADI
L
I
L
A
KPLSESKQPL IV I

L
D
P
A
E
D
TKERPFVI LML

M
A
VGINGAGKTTSTIGKLAKRYFLQAEQGKSVLMLAAGD

NTDB id 70505 EP379 RS01000 WP 127474857.1 TIIQDLTKRISRKQLNDSAALFAALREDMAAILAPSSQPLIIDADKRPFVILMVGINGAGKTTTIGKLAKRLQAEGKSVMLAAGD 159
NTDB id 1118 NGFG RS11455 WP 003696286.1 YLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGD 254
consensus ** !* !*! ! ! ! ! *!!*! * ** ! !!*** ! !!!!** !!!!!!!!!*!!!!!! !! !!!!*!!!!!

logo TFRAAARVEQLQAVWGEGRNGNI
V
P
TVIASQGTSTGADSTAASVCI FDALVQAAKASRGIDI

V
L
V
I
LADTAGRLHPTQLSHNLMEE I

LKKVKRVLGQKALDIAPGSAPHE I
V

NTDB id 70505 EP379 RS01000 WP 127474857.1 TFRAAAVEQLQVWGERNGIPVIAQGSGADTASVIFDALQAAKSRGIDVLIADTAGRLHTQSNLMEELKKVKRVLGKLDASAPHEV 244
NTDB id 1118 NGFG RS11455 WP 003696286.1 TFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEI 338
consensus !!!!!! !!!! !! !! **!! ! *!*!*! !*!!!*!!!! !!!!***!!!!!!! !! *!!!!*!!!!!!! ! * !!!!*

logo

I
L
L
VVLDAGNI

TGQNALVNQQAVKQAQFDHDQAI
LGLVTGLAI LVTKLDGTAKGGI ILAFAI

LAKSDRLRGPLVP I
VRFYIGVGEGIDDLRPVFDEAGRAEFVDEALLDGSDK

NTDB id 70505 EP379 RS01000 WP 127474857.1 LLVLDAGTGQNALQQAQQFHQAIGVTGLALTKLDGTAKGGIIFAIAKRLGLPIRFIGVGEGIDDLRVFEAGEFVEALLGSDK 326
NTDB id 1118 NGFG RS11455 WP 003696286.1 IVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD... 417
consensus **!!!! !!!!**! !* !*!*!!! *!!!!!!!!!!!* !*! **!*!*!!!!!!!!!!!*!*! !!*!!! ***

X non conserved

X similar

X ≥ 50% conserved


