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NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !!!!!!!!! !*! !!!!!!!!!!!!!!!!*!!!!!* !!! *!!*!!! ****** ! *********** *! !*!

logo

A
S
G
NGALDEHSAEDETAEASYENGSDFDSDYGVTYAEERLSADWGSDLDRDSFVAGRKPGPQSGSDEDEDDERALGPFMQQLPDRAEASEQAPGTLQREQFHLLMDEQLASLPLTKPLVASEPRDKRGRLVAI FLL I

NTDB id 70482 EL388 RS09915 WP 126463054.1 SGGLESEE................VYAELAWGDRSVAGPGSGEDDDELGFQQPDASQAGLRQHLLDQLSLTPVAERDRRLVALLI 137
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQ.LREAEPTQREFLMEQLAPLKLSPRDKGLVIFLI 169
consensus ! ** ***************** ! ! ** **!! * !** * ! *!**!! * ** *!!* !! !!

logo

D
E
A
SLDDEDEGYLTGVSLDEE I

L
A
L
A
E
D
MLPAEDEALEVYDELDVELEQAALKRLMLQSFDPAVGI

VGARDSALAECLCTLQLAQRTLDPPSEPATKPWLA
P
E
LALRRTI

L
A
V
N
R
E
Q
G
HLEKLMLAAE

NTDB id 70482 EL388 RS09915 WP 126463054.1 DALDEDGYLTVSLEELAEMLPEDAEYDLVELEAALKLLQSFDPVGVGARDLAECLCLQLATLPPETPWLAEARRLAREGLKMLAE 222
NTDB id 1425 RS RS02020 WP 011000369.1 ESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSPAK..PLALTIVNQHLELLAA 252
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NTDB id 70482 EL388 RS09915 WP 126463054.1 HEYGKLKKWLGIALDADFQAVRALITGLNPRPGARYAEVSAQYVVPDVLVRKLRGQWQASLNPAAMPKLRINEMYAGILRQNRA. 306
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NTDB id 70482 EL388 RS09915 WP 126463054.1 ..GGSLQTQLQEARWLIKNVQQRFETILRVAQAIVERQRLFFEHGPTAMRPLVLREIAEQLDLHESTVSRVTSQKYMLTPRGLFE 389
NTDB id 1425 RS RS02020 WP 011000369.1 SGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFE 421
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