
logo

MAS
M
R
A
M
G
M
S
I
L
VNRKVVI IL IVGNRLTGAKNQRDVPDEMTLVRTYTMS

PSNGGADEAVGTCANTLIFRTS IMLVAVTTNSDREQRSTFWKRTNNDAQRKAMS
T
NGDQEQRKQRVEKVERATDEFWI

HRNCVITVI
L
T
F
M

F
W
Y
G
R
R
K
S
Q
LAENVI FVAAGENQFYTLRKKGRGSKQSLAVGYI

L
V

NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 70469 EL388 RS02470 WP 126459088.1 ..MASVNKVILVGNLGADPETRYMPSGDAVTTIRLATTDRFKDK.SGERQERTEWHRVVFFGKLAEIAGEYLKKGRSVYV 77
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus *!*!***!*!**!***!****!*!!*****!***** ** *!** **************!!*******!!*****

logo

D
EGKQSR I

L
K
R
Q
S
TRENKW

Y
E
Q
K
D
G
N

K
Q
N
S
Q
DGVIQKDERVRFTYTASVYTDEVIQVGVAEQDNGYNGI

N
S
V
E
F
L
V
M
S
K
Q
F
L
MLDEGPSGKRAGSTNGQSTEQTNGESGDQSGFMRGPQSAGAGPDNGQYADEGSQSEGNGFMWYGNESVQAGNPSANPQAQSGNQTEGGSNAQSWYFGNSQGQRSGPGQYNSQDSNEQYAAQQNSNREGNPQSFPNTGAKPSGQDG

NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAE....SVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDN.....PFGG. 138
NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVD....NFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QS.....GFTS. 136
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQ.GSGWNQAPAQT.NYNQGGYSDNYAQNNNFNGG 152
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAP.Y.EEGYGQS..QE.AYQRP.....AQQSRQPASD 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAP.Y.DEGYGQS..QE.AYQRP.....AQQSRQPAPD 142
NTDB id 70469 EL388 RS02470 WP 126459088.1 EGSLRTREWEK.DGVKRYSTEIVAN....EMQMLGGRGEGGGGG................SWSGS.....E....ESGGG 127
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA.Q..GGMNVPAQQG.SWGQP.....Q....QPAKQ 147
consensus *!****!*** * !**** ****** ***!*** **** *** * * * *

logo

H
N
R
A
K
N
Q
P
P
Q
S
G
M
N
Q
H

N
Q
T
P
A
G
Q
N
R
S
T
E

R
A
N
PQAGPANNSFTANPQADQRGKYDRQSPAGQFPGPVAGNPQDNYAENAGEGKPQAAGPFMPIVMEDNIDLFISDDDLIPF

NTDB id 113 BSU 40900 NP 391970.1 .NQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 .PQQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1390 A4U84 RS00055 WP 021115958.1 N....ATRPQP...AQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAA...PRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQEAPAA...PRRQPVPAAAPVEDIDDDIPF 174
NTDB id 70469 EL388 RS02470 WP 126459088.1 RKSG............GSGGGAGGGFDDLDDDIPF 150
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQPMQQSAP.....QQYSQPQYNEPPMDFDDDIPF 177
consensus * ** * **** **** !!!*!!

X non conserved

X similar

X ≥ 50% conserved


