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NTDB id 70464 EL335 RS12740 WP 126447483.1 MKQTLQLKLSQHLALTPQLQQSIRLLQLSTLELNQEIEQALQDNPLLEW....AEPDDAHVFSGASDALSHA........NELAP 73
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !!!*!!!*!!!!!!!!!!!!!!!!!!!!!!*!!*!!*!!!! *!!!!! **** ** * ! !! * ******** ****
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NTDB id 70464 EL335 RS12740 WP 126447483.1 STGEEHIETTAAWSEDG...........LEWPSAGAKGPRDPNDENDADAGELAAAATSLTDHLIAQLALTQLAGRDRLLVAFLI 147
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFAR.KPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVIFLI 169
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NTDB id 70464 EL335 RS12740 WP 126447483.1 EALDEDGYLGQSLEELAEVLPPELIGEPDEVVDDLQIALKHLQSLDPTGVGARDARECLLLQLANLPATPERTLAMTIVRDHLEQ 232
NTDB id 1425 RS RS02020 WP 011000369.1 ESLDDEGYLTGSLDEILADLPAELEV....ELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKPLALTIVNQHLEL 249
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NTDB id 70464 EL335 RS12740 WP 126447483.1 LAAHDYARIKKATGCDDEALRNAQELIRSLNPRPGAQFAALDTRYVVPDVIVRKLRGQWVAQLNQDVMPRLRINRQYADLLRRHR 317
NTDB id 1425 RS RS02020 WP 011000369.1 LAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSR 334
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NTDB id 70464 EL335 RS12740 WP 126447483.1 A.SGGNNLTGQLQEAKWLIKNVQQRFDTIARVAQAIVDRQRAFFDHGEVAMRPLTLREIAETVDLHESTISRVTTQKYLACPRGV 401
NTDB id 1425 RS RS02020 WP 011000369.1 GESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGT 419
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NTDB id 70464 EL335 RS12740 WP 126447483.1 YELKYFFGSHVATDTGGAASSTAIRALIRQLVAAEDGQKPLSDARIADILGEQGFKVARRTVAKYRESLGIPPVNLRKTL 481
NTDB id 1425 RS RS02020 WP 011000369.1 FELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
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