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NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYHTIKVWYVL....QHSLSGFKKLIHYFGDCETALQPQRLSDWQKLGLHANHLKRLEEVHTL.QGQQQFEK 75
NTDB id 70460 EL335 RS11760 WP 126447133.1 ......MDAPDELADWLRLTLIPGLGGEGERRLLQAFGEPAAIFS.ASPGMLAKLLGVQLAERVLC.....HDSTAEIEA 68
NTDB id 1094 KZH42 RS01320 WP 002224767.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALS.APAEQVAALIRHKQALEAWRNAEKRALARQAAEA 72
NTDB id 1089 NMB RS00600 WP 002224767.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALS.APAEQVAALIRHKQALEAWRNAEKRALARQAAEA 72
NTDB id 1122 OK783 RS09595 WP 003705341.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALS.APAEQVAPAVRHKHALEAWRNAEKRALARQAAEA 72
NTDB id 1120 NGFG RS10355 WP 020997408.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALS.APAEQVAPAVRHKHALEAWRNAEKRALARQAAEA 72
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .........MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQ.LS.....SVDLEEAGLPSWLAQTIKNFDPDFIKT 65
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .........MTHLTKLLALLQVPQLGAQRIGRLLSEVDF.GEFCQ.YDKTALKQMGWNERQIQRWFNP.....EHKWIDQ 64
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ....MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTP.SNIVQ.YSTEQLQLLGLTAKQLQAW.SQ.....VDKEVDA 68
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .......MKDQDLAAWLALCFTPKLGSKTISHLLATRLP.AQLQS.FTPKQWLACGLKPEQLVFLTTQ.....AAKQAEQ 66
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 MLAQ.LQTHTDFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSLIQPQIAVVGSRKPSPHGRQVAYDFSYFLSEKGFYIT 154
NTDB id 70460 EL335 RS11760 WP 126447133.1 AMRWAQMP.GNRILTLADAAYPQALLTAADPPLLLYAKGRIELLNRPALAIVGSRNATQQGEANASAFARTLAAAGLTIV 147
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ALEWEMRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVV 151
NTDB id 1089 NMB RS00600 WP 002224767.1 ALEWEMRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVV 151
NTDB id 1122 OK783 RS09595 WP 003705341.1 ALEWEMRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTV 151
NTDB id 1120 NGFG RS10355 WP 020997408.1 ALEWEMRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTV 151
NTDB id 1250 GCO85 RS13065 WP 027219989.1 DLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIV 145
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ALQWAEQD.QQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVT 143
NTDB id 1399 DSB67 RS15600 WP 010645755.1 CLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVT 148
NTDB id 1152 A1552VC RS00200 WP 000654772.1 CLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVT 146
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 SGLAHGIDEAAHQGSLVH.HRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHFPRRNRIVSGLSLG 233
NTDB id 70460 EL335 RS11760 WP 126447133.1 SGLAAGIDAAAHRGALQEPASTVAVVGTGCDRIYPARNEALAREIAF.KGCIISEFPLGTPPIAANFPRRNRLIAGLSRG 226
NTDB id 1094 KZH42 RS01320 WP 002224767.1 SGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQV 230
NTDB id 1089 NMB RS00600 WP 002224767.1 SGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQV 230
NTDB id 1122 OK783 RS09595 WP 003705341.1 SGMASGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQV 230
NTDB id 1120 NGFG RS10355 WP 020997408.1 SGMASGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQV 230
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLC 224
NTDB id 1388 A4U84 RS04945 WP 062924099.1 SGLAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLG 223
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SGLALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLG 227
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SGLALGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLG 225
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 VLVVEATLKSGSLITANKAAEQGKVVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPTHWHSQSTASGEANA 313
NTDB id 70460 EL335 RS11760 WP 126447133.1 CLVVEAAKESGSLITARLAAEAGREVFAIPGSIHSPQSKGCHALIKQGAKLVESAQDILEELRWENVT............ 294
NTDB id 1094 KZH42 RS01320 WP 002224767.1 TLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGI 310
NTDB id 1089 NMB RS00600 WP 002224767.1 TLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGI 310
NTDB id 1122 OK783 RS09595 WP 003705341.1 TLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDT 310
NTDB id 1120 NGFG RS10355 WP 020997408.1 TLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDT 310
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQ.....FTSNKPI 299
NTDB id 1388 A4U84 RS04945 WP 062924099.1 TLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAI....AWQRQ.SVHIQPSL 298
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSL....DL 303
NTDB id 1152 A1552VC RS00200 WP 000654772.1 VVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQVPYQATL 305
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 DDSGKT......DD.........ADLPDD...LLPLYQLLDWQGQDLDQLAQHYQGSTAELTAQLMELELLGVCIQQSGR 375
NTDB id 70460 EL335 RS11760 WP 126447133.1 ............NPVIVP....PVKEA....ERDPILLALGGDPVDLDTLAARTGLSADALLARLFTLEMEGRIANLPGG 354
NTDB id 1094 KZH42 RS01320 WP 002224767.1 PEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGG 390
NTDB id 1089 NMB RS00600 WP 002224767.1 PEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGG 390
NTDB id 1122 OK783 RS09595 WP 003705341.1 PDTGRRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGG 388
NTDB id 1120 NGFG RS10355 WP 020997408.1 PDTGRRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGG 388
NTDB id 1250 GCO85 RS13065 WP 027219989.1 FS..........................LASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGG 353
NTDB id 1388 A4U84 RS04945 WP 062924099.1 FDTKPK.......QAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGG 371
NTDB id 1399 DSB67 RS15600 WP 010645755.1 FSAPID.....................EEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGG 362
NTDB id 1152 A1552VC RS00200 WP 000654772.1 FSAVQS.....................DEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGG 364
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 YLRCRSPY 383
NTDB id 70460 EL335 RS11760 WP 126447133.1 RYQRLN.. 360
NTDB id 1094 KZH42 RS01320 WP 002224767.1 RYQRIRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 RYQRIRT. 397
NTDB id 1122 OK783 RS09595 WP 003705341.1 RYQRIRT. 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 RYQRIRT. 395
NTDB id 1250 GCO85 RS13065 WP 027219989.1 YIRCEYER 361
NTDB id 1388 A4U84 RS04945 WP 062924099.1 YVIT.... 375
NTDB id 1399 DSB67 RS15600 WP 010645755.1 YIRKGRG. 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 YIRKGRG. 371
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