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NTDB id 70445 EL335 RS03285 WP 126444230.1 MRSLSLLVLFLLVLIG...GCGLLPEQVDETAGWSANKLYAEAKSAMADGAYDKAVKYFEKLEARYPYGRYAQQAQIETAYAYYK 82
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILLTV.SLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTAYAYYK 84
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILLTV.SLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAYAYYK 84
consensus !****!*! *!**********!********!**!!**!!!!!!********!**!!!**!*!!*!*!**!*!*!*!**!!!!!!!
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NTDB id 70445 EL335 RS03285 WP 126444230.1 QDEKALALAACDRFIRLHPNHPHVDYVYYLKGLINFNEDLGLLGYISMQDPSERDPKAAQESFAAFKELVTRFPDSKYAKDASLR 167
NTDB id 1102 NMB RS03635 WP 002244053.1 DDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATAR 169
NTDB id 1106 NGFG RS01495 WP 003687645.1 DDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATAR 169
consensus *!!!**!!!!**!!*!!!!*!!**!!**!!*!!**!!!!***!*****!!*!*!!!!!**!***!!*!!!*!!!*!!!!*!!**!

logo MAVYKLVNDALAGSGHNEVMHSVARYYLMKRGAYVIAAANRAKQHKAI IKGTSYPQDNATPRAYI
VEEASLFAIMLVEKLAYDKAKLGDMKNPDQRLRADADATERRVMLKEKTNFPNKSEPYFFLTKHQRAGP

NTDB id 70445 EL335 RS03285 WP 126444230.1 MAYLVNALASHEVHVARYYLKRGAYVAAANRAQHAIKTYPDAPAIEEALFIMVKAYDALGMNDLRDDAERVMKKNFPNSEYFKRG 252
NTDB id 1102 NMB RS03635 WP 002244053.1 MVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRRVLETNFPKSPFLKQP 254
NTDB id 1106 NGFG RS01495 WP 003687645.1 MVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRVLETNFPKSPFLTHA 254
consensus !**!!*!!***!**!!!!!*!!!!!*!!!!!!***!**!******!!*!*!***!!**!*** !**!**!!***!!!*!**** *
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NTDB id 70445 EL335 RS03285 WP 126444230.1 LD.KPEPWWKLW. 263
NTDB id 1102 NMB RS03635 WP 002244053.1 WRSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 WQPDDMPWWRYWH 267
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X non conserved

X similar

X ≥ 50% conserved


