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TNINKKVLRDEKLKRQVI
NTDB id 70437 I927 RS04060 WP 046333480.1 .MLEQQTCAEKAANTVNTVELSTDSAKKINLMNLTRQQMREFFKELGEKPFRADQLVKWIYHFGEDNFDNMTNINKKLRDKLKQV 84
NTDB id 1457 ASU2 RS00455 WP 014990913.1 MSEQTQTCASEIQA..MNAAVQHPKSEKINLMNLTRQEMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMSNINKVLREKLKQI 83
NTDB id 1392 A4U84 RS02730 WP 010786053.1 .......MSEQIQA..TDASCNSTKTEKINLLNLNRQQMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMTNINKVLREKLKRI 76
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logo AE IKAPEVSAMVEQRSSADGTIKWAMW
QVGDQQVI ETVYIPEDADRATLCVSSQVGCALACKTFCSTAQQGFNRNLSTVSE I IGQVWRASKI I

NTDB id 70437 I927 RS04060 WP 046333480.1 AEIKAPEVAMEQRSADGTIKWAMQVGDQQVETVYIPEADRATLCVSSQVGCALACTFCSTAQQGFNRNLTVSEIIGQVWRASKII 169
NTDB id 1457 ASU2 RS00455 WP 014990913.1 AEIKAPEVSVEQRSSDGTIKWAMQVGDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQQGFNRNLTVSEIIGQVWRASKII 168
NTDB id 1392 A4U84 RS02730 WP 010786053.1 AEIKAPEVAVEQRSADGTIKWAMWVGDQQIETVYIPEDDRATLCVSSQVGCALACTFCSTAQQGFNRNLSVSEIIGQVWRASKII 161
consensus !!!!!!!!**!!!!*!!!!!!!!*!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!

logo GNFGVTGI
VRP ITNVVMMGMGEPLLNLMVANNVVIPAME IMLDDFAYGLSKRRVTLSTASGVVPALDI
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NTDB id 70437 I927 RS04060 WP 046333480.1 GNFGVTGVRPITNVVMMGMGEPLLNVANVVPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKLSEMIDVALAISLHAPNDELRDE 254
NTDB id 1457 ASU2 RS00455 WP 014990913.1 GNFGVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLSTAGVVPALDIMREKIDVALAISLHAPNDELRDE 253
NTDB id 1392 A4U84 RS02730 WP 010786053.1 GNFGVTGIRPITNVVMMGMGEPLLNMNNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMREQIDVALAISLHAPNDELRNE 246
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VPLINKKYNIKML IMDSVHNRKYLSEVSNANHGKVTI EYVLMLSDHVNDDGTVEHAHQLADEQVLKNTPSCKINL IPWNPFPEAPYGAKSSNTSRVIDR

NTDB id 70437 I927 RS04060 WP 046333480.1 IVPINKKYNIKMLMDSVNRYLSVSNANHGKVTIEYVMLDHVNDGVEHAHQLAQVLKNTPCKINLIPWNPFPEAPYAKSSNSRIDR 339
NTDB id 1457 ASU2 RS00455 WP 014990913.1 IMPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKINLIPWNPFPEAPYGKSSNSRVDR 338
NTDB id 1392 A4U84 RS02730 WP 010786053.1 LIPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKINLIPWNPFPEAPYAKSSNTRIDR 331
consensus **!*!!!!!!!!!*!!!**!!*!!!!!!!!!!!!!!*!*!!!!**!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!*!!!!*!*!!

logo FQKTLMEYGFTVTIVRKTRGDDIDAACGQLAGDVIDRTKRTAFMQEKKRQKFGEKQEGIAVRQNQH
NTDB id 70437 I927 RS04060 WP 046333480.1 FQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTAQKKQFGQEIAVRNH 394
NTDB id 1457 ASU2 RS00455 WP 014990913.1 FQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKGIAVQNH 393
NTDB id 1392 A4U84 RS02730 WP 010786053.1 FQKTLMEYGFTVTVRKTRGDDIDAACGQLAGDVIDRTKRTFEKRKFGEGIAVQNQ 386
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