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NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 70408 VCA1004 RS09615 WP 086981567.1 MKPLQQSKKTLQQGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKAELGSALATIAALKINMEDGIASTGSFPNYSSSQLG 80
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1292 VP RS12235 WP 005479693.1 ...MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENG.IAAAA..... 71
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGA.VPTKLSDV.. 69
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGW.SVKSGTGTED 71
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEGH.TPSLVSSLP. 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGK.TPSLTSTDE. 72
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NTDB id 1002 ACIAD RS15100 WP 004923779.1 S....SCVGVQEISASNATTNV.......ATATCGASSAGQ..IIVT....MDTTKAKGANITLTPTYASGAVTWKCTTT 135
NTDB id 70408 VCA1004 RS09615 WP 086981567.1 ............VSSSLGTITS........APGTGASAAGA..IILNL...GSKSQFTGKKIALVRD.A..DGIWDCEST 132
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ............GFTRLGTVEDMGDGKIVIAPTASGALGGT..IKYT....FDAGVVSSSKIQLARD.A..NGLWTCSTT 136
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ............GFTRLGTVEDMGDGKIVIAPTASGALGGT..IKYT....FDAGVVSSSKIQLARD.A..NGLWTCSTT 136
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ............GFTRLGTVEDMGDGKIVIAPTASGALGGT..IKYT....FDAGVVSSSKIQLARD.A..NGLWTCSTT 136
NTDB id 1292 VP RS12235 WP 005479693.1 ...TLAQLGVDVAANDLGAIDS........A.....LAGGSPTLTFTF...DADSSIDGGILTFTRD.A..ATGWSCLPT 129
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........GFTAATSSVCATYS........IDAF.TETDGAGKIT.CTLKG..NPKIATKIVELTRS.T..DGAWTCVSD 126
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKKEVPLGVAADANKLGTIAL........KP...DPADGTADITLTFTMGGAGPKNKGKIITLTRTAA..DGLWKCTSD 138
NTDB id 1204 PSJM300 03935 AFN76865.1 .....GFIGIGASTN.YCTVTL........I....ATATGS..IT.CTTQNGMPDRFNGKTITIART.T..DGLWDCTSD 130
NTDB id 1197 PSJM300 03940 AFN76866.1 .....GYIGITDSTS.YCDVDL........D....TAADGH..IE.CTAKGGNAGKFDGKTITLNRT.A..DGEWSCAST 128
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NTDB id 1002 ACIAD RS15100 WP 004923779.1 SDK..KYVPSECRG........... 147
NTDB id 70408 VCA1004 RS09615 WP 086981567.1 VSASVNILPRGCQSVGSITN..... 152
NTDB id 1184 GTF74 RS02335 WP 000649326.1 VTS..EIAPKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 VTS..EIAPKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 VTS..EIAPKGCTAGATIN...... 153
NTDB id 1292 VP RS12235 WP 005479693.1 APA..IA.VDGCS............ 139
NTDB id 1038 H0N27 RS01510 WP 000993725.1 VPT..EFLPKGCTAGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 QDE..QFIPKGCSK........... 150
NTDB id 1204 PSJM300 03935 AFN76865.1 LDS..RYKPGKCL............ 141
NTDB id 1197 PSJM300 03940 AFN76866.1 LDA..KYKPGKCS............ 139
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