
logo MQSHQDEHQSPSTFFFFDYETWGVNSPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPNSDYLPASPEAAL ITGIKTPQKATNQQSEQGLAPEP
NTDB id 70397 VCA1004 RS05515 WP 086984393.1 MSHDHSPSFFFFDYETWGVSPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPSDYLPSPEAALITGIKPQKTQQEGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus ! **! !*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!! !!! * !!*!!

logo EF IARR IHADELSMTPNTINSLGYNS IRFDDEVTRYTCLYRNFFIDPYAWSWQHNGNSRWDLLDI
V
L
MRATCHYALRPEGI ENWPENDEDEGFPT

NTDB id 70397 VCA1004 RS05515 WP 086984393.1 EFIRRIHDELSMPNTISLGYNSIRFDDEVTRYTLYRNFFDPYAWSWQNGNSRWDLLDIMRTCYALRPEGINWPENEEGFP 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!! !!! !!! !!!! !!!!!!!!!!!!!!!!*!!!! !!!!!!!!*!!!!!!!!!**! !*!!!!!!! !!!!**!!*

logo SFKLEHLSVANGI EHSNAHDAMADVIATI ELAKKLVKAQAQPKLFDNYFLFLSTMRHKRKLNTEL IDIVNMQTPLMVHVSGMF
LGRVEQCRHSNY

NTDB id 70397 VCA1004 RS05515 WP 086984393.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKLKQAQPKLFNYLLSMRHKRKLNELIDIVNMTPLVHVSGMFGVQCSN 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!! ! *!!!!!!! !!!!!!! !!!*!!!!! ! **

logo

I
TSW IVP I

MAWHPTNNQNAVITVVDNLAGKMDPQTPL ILELDAETLHQAQRLYTKRRYDEDLAPDELPVPLVKLMVHI
LNKCP I

VLAPAKTLTAENAEQ
NTDB id 70397 VCA1004 RS05515 WP 086984393.1 ISWIVPMAWHPTNNNAVITVNLAMDPTPLIELDAETLHQRLYTKRDDLAPDELPVPLKLMHINKCPVLAPAKTLTAENAE 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!*!!!!!!*!!!! ! !* !! !!*!!!!!!!* !!!!* *!!!!!!!!!!*!!*!*!!!!*!!!!!!!!!!!!
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NTDB id 70397 VCA1004 RS05515 WP 086984393.1 RIGIDRQQCLANLAILKSHPEIREKLIAIYHIEREFAQDNNVDTQLYQGFFSPADKATIDIIRETDPEKLAGLELSVSDP 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus *!!!!! !!!!*! *** !!!!!!!!* *** !!!! !* !!*!!! !!!!!!!*! **!!! ! !! !* ! * ! !*

logo R I EPLLFRYRARHNFYPHWTLNTDESTEQRLRKRWAQAHCRDYFYERTHNLEDGYMLNLENLVHYEHEQANDAPAKKMAE I LKSVYHQYVEKSLAMCS
NTDB id 70397 VCA1004 RS05515 WP 086984393.1 RIEPLLFRYRARNFPWTLNESERLKWQAHCRDYYETHLEDYMLNLENLVYEHENDAAKMEILKSVYQYVESLMS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!**!*!! **! *! !!!!!!*! *!! !!!!!!!!!*!! !* !! !!!!!!*!!! ! *
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