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NTDB id 1014 ACIAD RS13855 WP 004924483.1 .MSIRHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKELQ 79
NTDB id 70393 VCA1004 RS04245 WP 086982861.1 ...MRKIYSFL.LLMMMFTLPTSIVNAAET.......KSTK...................QHEGIEVTVNINTADAKEIA 50
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLF.LSLCLPTLPLLANAEETA.......PAAQ...................VEEGIVITVNINTASAEELA 53
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLF.LSLCLPTLPLLANAEETA.......PAAQ...................VEEGIVITVNINTASAEELA 53
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWI.LTLCLVVFAPLSLAA..D.......TKAD...................KYEGIEITVNINTASAEEIA 44
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWM.LTLCLLILAPMSWAE.TK.......TKAD...................KYEGIEITVNVNSATAQEIA 45
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ...MKKLSRYTFSLLFG.LFSATTFAEEKV.......TTSTEH......TPVVMQQ.VAATQKVNANVVNINTATASEIQ 62
NTDB id 1362 HI 1008 AAC22669.1 ...MKTL..FTSVVLCGALVVSSSFAEEKA.......TXQTAQ......SVVTTQAEAQVAPAVVSDKLNINTATASEIQ 62
consensus * * ***** * * ** * *** ***!*!*!*! !**
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 Q.LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 70393 VCA1004 RS04245 WP 086982861.1 TLLQGVGEKKAQDIVDYRNQHGKFKDVDALKQVKGIGQATIDKNKNRILL. 100
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 TLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 TLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1294 VP RS04495 WP 021449594.1 TMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 TLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1382 A4U84 RS07375 WP 062924234.1 DKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1362 HI 1008 AAC22669.1 KSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
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