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NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIHLNQ 80
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ....MKKL...SRYTFSLLFGLFSATTFAEEKVTTSTEHTPV...VMQ.............QVAA..TQKVNANVVNINT 55
NTDB id 70368 VRUMOI RS08240 WP 089140253.1 ....MRQLYSFIFIF..LSILLLPLNAI...AVEQH............................Q..QDDAIEVTVNINT 41
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ....MQIKTKIVTLFLSLCLPTLPLLANAEETAPAA............................Q..VEEGIVITVNINT 46
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ....MQIKTKIVTLFLSLCLPTLPLLANAEETAPAA............................Q..VEEGIVITVNINT 46
NTDB id 1294 VP RS04495 WP 021449594.1 ...........MKWILTLCLVVFAPLSLAA..DTKA............................D..KYEGIEITVNINT 37
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ...........MKWMLTLCLLILAPMSWAE.TKTKA............................D..KYEGIEITVNVNS 38
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NTDB id 1041 H0N27 RS14740 WP 005124713.1 ANVNEF.QQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 70368 VRUMOI RS08240 WP 089140253.1 ATAGEIALMLQGIGEKKAQDIVDFRNEHGKFQNIESLKQVKGIGQSTIDKNKDRILL. 98
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1294 VP RS04495 WP 021449594.1 ASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
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