
logo

MTSSWQKFERLNTMATMKEDVAQLAGVSTATVSRALMNPEKVS ISSTRKRVEEDAVLESAGYSPNSLARNLRRNESKTI IVATVIVP
NTDB id 70340 VCASEI RS12070 WP 086960417.1 .............MATMKEVAQLAGVSTATVSRALMNPEKVSISTRKRVEDAVLESGYSPNSLARNLRRNESKTIIVIVP 67
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 .............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIVP 67
NTDB id 1290 VP RS01235 WP 254894148.1 MTSSWQKFERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVP 80
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!* !!!

logo DICDPYFTSE I IRG I EDTAAAMEYHNGYLVLLGDSGQQLKRKRENSTSFVNLVFTKQADGMLLLGTDI
LPFDVSKPEQKNLPP I

MVMACEYF
NTDB id 70340 VCASEI RS12070 WP 086960417.1 DICDPYFTEIIRGIEDTAAEYNYLVLLGDSGQQLKRESTFVNLVFTKQADGMLLLGTDIPFDVSKPEQKNLPPIVMACEY 147
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF 147
NTDB id 1290 VP RS01235 WP 254894148.1 DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF 160
consensus !!!!!!!*!!!!!!!!*!*!**!!!!!!!!!!!**!!**!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!*

logo APELELPTVHIDNLTASAFDEVAVNYLTQMLGHKR IAEQMI SGPDQTEHTAATVLCHQFRQHQGYQQALRRAGI ESTKMDNPAQTYCQSATVI
F
T
G
E
DFSTFDEAGSGVAQKA

NTDB id 70340 VCASEI RS12070 WP 086960417.1 APELELPTVHIDNLTAAFDVVNYLTQMGHKRIAEMSGPTEATLCHFRHQGYQQALRRAGIEMNPAYQAFGDFTFESGVQA 227
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFEAGAKA 227
NTDB id 1290 VP RS01235 WP 254894148.1 APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKA 240
consensus !!!!!!!!!!!!!!!*!!**!!!!!!*!!!!!!**!!! ! !!*!!*!!!!!!!!!!!!***! ! ***!*!**!**!

logo

A
V
T
R
Q
KLLAESQLPEQPPTAI FCHCNDSTMAIGAIQQEAKKRQLGFLR I

VPQDLS IVVGFDDINQFSAQYCDPPLTTIASQPRYE IGKRQSAMLML
MLEMLL

NTDB id 70340 VCASEI RS12070 WP 086960417.1 ATKLLSQPEPPTAIFCHNDSMAIGAIQQAKKQGFRIPQDLSIVGFDDIQFSQYCDPPLTTIAQPRYEIGKQSMLMLLEML 307
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 VRQLLALPEQPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELL 307
NTDB id 1290 VP RS01235 WP 254894148.1 VRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELL 320
consensus ***!! *!!*!!!!!!!*!*!!!!!!!*!!**!*!*!!!!!*!!!!!!*!*!!!!!!!!!!*!!!!!!!*!*!!!*!!*!

logo

R
KGRHEDVHQRSAGSRLLEATNKLVI

VREGNSAAPPHQSKRSAK
NTDB id 70340 VCASEI RS12070 WP 086960417.1 KGREVQAGSRLLEANLVIRNSAAPPHS. 334
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 RGHDVRAGSRLLETKLVVRESAAPPSKK 335
NTDB id 1290 VP RS01235 WP 254894148.1 KGHDVHSGSRLLETKLVVRGSAAPPQRA 348
consensus *!**! *!!!!!!**!!*! !!!!! *

X non conserved

X similar

X ≥ 50% conserved


