
logo MI
K
R

K
NKPSLGHLLMSWI IL

V

C
I
M

L
M
S

V
L
G
L
S

V
L
M
L
S
T
VGCEKQHASNQDEDDS ILNTADSYFVIARTGQVERNEQSARRKDE I

V
T
A
Q
KLAKQPEITELRPEYFESVVASTVI

P
S

F
Y
E
Q
R

A
P
Q

E
H
Q

I
K
N

D
G
LRAESPFEVLPAKVEALMTVIQATNQPLRVLARK

NTDB id 70336 VCASEI RS11955 WP 086960396.1 MIK...HSWIIILLGLMTGCEHSDDSINAFITQVENQSRKEIAQLAPERPFSASIFRAQNDRSPFVLPAVAMIANQPRLK 77
NTDB id 1174 A1552VC RS12110 WP 000792032.1 MKNKPLGLW.LMSLLVLVGCKANQDDLTSYVAQVEREARKEVTKLKPILEFEATPYQQHKGREPFVLPKEALVQNQPLAK 79
NTDB id 1407 DSB67 RS13985 WP 010643498.1 MRNKSLLM..VCMVSLLSGCQANDESLTDFIRGVENQARRDVAKLQPTEEYVVVSYEPEILRAPFELPKEATIATQPVAR 78
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LL IKNETLPDGL
NTDB id 70336 VCASEI RS11955 WP 086960396.1 QDCWQPGQRSKTGPLEKFPMDKLHLRGVMGSKGKVSGLVQTPEGTVLKLQEGEYIGLNNGKVAQVTSQYILIKETLPDGL 157
NTDB id 1174 A1552VC RS12110 WP 000792032.1 ADCWQPVPRAKNGPLERYPLHQLRLKGVMSSGGSISALVQTPAGSVVKVKAGQYVGINNGKVTRVDDNYLLINETLPDGL 159
NTDB id 1407 DSB67 RS13985 WP 010643498.1 QDCWQPPSRKRTDKLERFPLNQLRLKGVMGMGSSVSGLVQAPNGTVYKVKPGQYLGRNNGKVTHVSHSYLLINETLPDGL 158
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logo GCWNQKQRKNVKLALRK
NTDB id 70336 VCASEI RS11955 WP 086960396.1 GCWQQRNVKLALK 170
NTDB id 1174 A1552VC RS12110 WP 000792032.1 GCWNQRNVKLALK 172
NTDB id 1407 DSB67 RS13985 WP 010643498.1 GCWQKRKVKLALR 171
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X non conserved

X similar

X ≥ 50% conserved


