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NTDB id 1193 PAKAF RS26665 WP 003161249.1 .GTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKP 153
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTA.........GSIYSLVLNGKSNDLFENSKE....VFIT 142
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTA.........GSVYSLVLNGKSNDLFENSKE....VFIT 142
NTDB id 70335 VCASEI RS11950 WP 089110418.1 ..............................MHKGLTRTGLS..RPFSLISSSIIACLLLTGNAAFAATTTEDSLQTTLKL 48
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 KPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQS 233
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEG 222
NTDB id 1257 GCO85 RS04855 WP 163621000.1 NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEG 222
NTDB id 70335 VCASEI RS11950 WP 089110418.1 QQSDRFTNEFVGLDFRLNKEKEGVIIVKLASSASAVDIKKDHKGLNIELIKTKVSDDNLYVIDVKDFSTPVSTVEVFRHD 128
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKE 109
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKE 109
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 DRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERR..KKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVAS 311
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQ..VFTGKRISLNFQNISIRAVLQLLADFTGINMVVS 300
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQ..VFTGKRISLNFQNISIRAVLQLLADFTGINMVVS 300
NTDB id 70335 VCASEI RS11950 WP 089110418.1 ENTRLQASISNEFTYDYRLKGKLLEITITEVKEKEISNTPKQQSALDKENELISINFQDIPVRNVLQLIADYNGFNLVVS 208
NTDB id 1186 GTF74 RS01320 WP 000788426.1 PSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKAD...EKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVS 186
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKAD...EKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVS 186
NTDB id 1408 DSB67 RS13980 WP 010643500.1 STTRLVAYIDEDYSHDYRLTGRYLEVKVGKLKAN...EKAPDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVS 187
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 DTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAAD 391
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAAD 380
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAAD 380
NTDB id 70335 VCASEI RS11950 WP 089110418.1 DSVVGNLTLRLDGVPWQQVLEIILQVKGLDKRVEGNVVLVAPKSELDEQQKKRLEQARMEEELGDLSSELLQINFAKASD 288
NTDB id 1186 GTF74 RS01320 WP 000788426.1 DSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASD 266
NTDB id 1175 A1552VC RS12105 WP 000788426.1 DSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASD 266
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASD 267
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 IAKLFQSVTSDGGQEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRW 471
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IAVLIK....DK.QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRW 455
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IAVLIK....DK.QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRW 455
NTDB id 70335 VCASEI RS11950 WP 089110418.1 IAAMIG....GEGEISMLSSRGNITVDERTNSLLIRDLASNINIIKGIVESLDIPVKQVQIEARIVTVNEGNMQDLGIRW 364
NTDB id 1186 GTF74 RS01320 WP 000788426.1 IAAMIG....GEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRW 342
NTDB id 1175 A1552VC RS12105 WP 000788426.1 IAAMIG....GEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRW 342
NTDB id 1408 DSB67 RS13980 WP 010643500.1 IAEMIN....GEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTINEGNMDELGVRW 343
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 GGAYHKGNWSGYGK.............DGNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDL........GAKDATS 530
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GVSRPTHL...SGTLEGA....NELARG.............TAP.........ANVVPLERRLNLDLAAAPLTGATPASV 506
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GVSRPTHL...SGTLEGA....NELARG.............TAP.........ANVVPLERRLNLDLAAVPLTGATPASV 506
NTDB id 70335 VCASEI RS11950 WP 089110418.1 GMSSTNGSFSAGGSIENNLANANPNGANGKGGVIDGDQINFGGA.........TQEVGIEDFLNVNLAAT...SANASSI 432
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GVMSTNGSHSVGGSIESNLWQKGLLAD...........................DEFPVDEFLNVNLAST...SANASSI 392
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GVMSTNGSHSVGGSIESNLWQKGLLAD...........................DEFPVDEFLNVNLAST...SANASSI 392
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GFTSINGSHTVGGSIENNLATIGLYDGGGEGD..........DG.........GSSVGIDDFLNVNLAAT...SPNATSI 401
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 GIGIGFITDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGATSTSFKEAALSLEVTPQITP 610
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGATAVAFKKAVLSLKVTPQITP 586
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGATAVAFKKAVLSLKVTPQITP 586
NTDB id 70335 VCASEI RS11950 WP 089110418.1 AFQVAKLGSNTLLDLELSALQAESKAEIISSPRLITTNKQPAYIEQGTEIPYLEASSSGATSISFKKAVLSLKVTPQITP 512
NTDB id 1186 GTF74 RS01320 WP 000788426.1 AFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGASTVAFKKAVLSLKVTPQITP 472
NTDB id 1175 A1552VC RS12105 WP 000788426.1 AFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGASTVAFKKAVLSLKVTPQITP 472
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGATSVTFKKAVLSLKVTPQITP 481
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 DNRIIVEVKVTKDAPDYQNMLNG..VPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDT 688
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DGKILMDLQINQDTPSPQTFLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQ 663
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DGKILMDLQINQDTPSPQTFLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQ 663
NTDB id 70335 VCASEI RS11950 WP 089110418.1 DNRLVLDLSVTQDRPGAVVKTGDGEAVAIDTQRIGTQVLVDNGETVVLGGIYQHSVQTSVDKVPLLGDIPYLGALFRRSY 592
NTDB id 1186 GTF74 RS01320 WP 000788426.1 DNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTY 552
NTDB id 1175 A1552VC RS12105 WP 000788426.1 DNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTY 552
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSY 561
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 VTDRKNELLVFLTPRIMNNQAIAIG...R...... 714
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
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