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NTDB id 70329 VCASEI RS10880 WP 086961850.1 TDGLTAIQLIEKEKPELVLLDVMMPAMSGYEACQEIRKHYDHATLPVILLTALSQTNDRIRGFDAGANDYLTKPFNKQEL 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !!* * ! *!!!!!!!!!*!!!*!!!! ! *! *!!!! !!*!*!!!! !* !!*!!!*!!!!!!!*!!!!!!!!

logo AAR IRVAHLTASKAE I
LRR I

LENAQLQKQELKHIRAEMQVEASLLETQGRLLEQLESAPEAI ILCVKREDGGNKR I
VRFANDEASAAKRLFKRRSTPE

NTDB id 70329 VCASEI RS10880 WP 086961850.1 AARIRAHLTASKAEIRRLENAQLQQELKIREQVEASLLETQGRLLEQLESAPEAIICVREDGRIRFANDSAAKLFKRSPE 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!!!!!!!*!!*!!!!!! !!!*! !!!!!!!!!!!!!!!!!!!!!!!*!!*! **!!!!* !!*!!*!*!!

logo QLKRSNADEE I
L IAPKFYLNI EIQEHYCGENI

VDI
V
F
Y
I
VDDKVREQHLVSATDVLRSLPDQAGSGLKQASMYI FNVGGGS IVNAAQRIDHNLETAI

VEALSS
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NTDB id 70329 VCASEI RS10880 WP 086961850.1 QTRTLDKYLRIETLPKTARWRTVLNTIDYILEHTKDQTEQRQHLINCREKLQNLLIN. 1129
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