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NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKELQQ 80
NTDB id 70321 VCASEI RS08455 WP 374700994.1 ..MRTVFM....TLLSMGLMFNIAYAEVKAEESSEVSTNKN...............TQEKHAGINITVNVNTANAEEIAS 59
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIV....TL.....FLSLCLPTL..PLLANAEETAP...............AAQVEEGIVITVNINTASAEELAT 54
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIV....TL.....FLSLCLPTL..PLLANAEETAP...............AAQVEEGIVITVNINTASAEELAT 54
NTDB id 1294 VP RS04495 WP 021449594.1 .......M....KW.....ILTLCLVVF..APLSLAA..DT...............KADKYEGIEITVNINTASAEEIAT 45
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......M....KW.....MLTLCLLIL..APMSWAE.TKT...............KADKYEGIEITVNVNSATAQEIAT 46
NTDB id 1362 HI 1008 AAC22669.1 .......M....KTL..FTSVVLCGALVVSS..SFAEEKATXQT..AQSVVTTQAEAQVAPAVVSDKLNINTATASEIQK 63
NTDB id 1382 A4U84 RS07375 WP 062924234.1 .......M....KKLSRYTFSLLFG.LFSAT..TFAEEKVTTST..EHTPVVMQQ.VAATQKVNANVVNINTATASEIQD 63
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 .LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 70321 VCASEI RS08455 WP 374700994.1 MLKGIGAKKAQDIVDYRNEHGNFMSLEDLMNVKGIGQATVQKNQDRILL. 108
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 LLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 LLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1294 VP RS04495 WP 021449594.1 MLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 LLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1362 HI 1008 AAC22669.1 SLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1382 A4U84 RS07375 WP 062924234.1 KLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
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