
logo MQSNQDEHNAQPTFFFFLDYETWGVNPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPNSDYLPASPEAAL ITGIKTPQKLATNVQSKQGLAPEP
NTDB id 70317 VCASEI RS07050 WP 089110644.1 MSNDNAPTFFFLDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPSDYLPSPEAALITGIKPQLTVQKGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus ! *** !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!! !! !!*!!

logo EF IARQR IHAEEQLASKTPNTI
T
N
SLGYNS IRFDDEVTRYTCLYRNF IYDPYAWSWQHNGNSRWDLLDI

V
L
MRATCHYALRPEGI ENWPENDDEGFPT

NTDB id 70317 VCASEI RS07050 WP 089110644.1 EFIRQIHEQLAKPNTTSLGYNSIRFDDEVTRYTLYRNFYDPYAWSWQNGNSRWDLLDIMRTCYALRPEGINWPENDEGFP 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!! !! ! !!! !!!!!!!!!!!!!!!!*!!!! !!!!!!!!*!!!!!!!!!**! !*!!!!!!! !!!!!*!!*

logo SFKLEHLSVANGI EHASNAHDAMADVIATI ELAKKI
VKAQAQPKLFDNYFLFLSTMRHKRKLNTEL IVDIVNMQTPLMVHVSGMF

LGRVEQCRHSNY
NTDB id 70317 VCASEI RS07050 WP 089110644.1 SFKLEHLSVANGIEHANAHDAMADVIATIELAKKIKQAQPKLFNYLLSMRHKRKLNELVDIVNMTPLVHVSGMFGVQCSN 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*! !!!!!! ! *!!!!!!! !!*!!!! !!!*!!!!! ! **

logo

I
TSW IVP I

MAWHPTNNQNAVITVVDNLAGKMDPQTPL ILELDAETLHQAQRLMYTKRRYDEDLAPDNELPVPLVKLVHLNKCP I
VLAPAKTLTAENADQ

NTDB id 70317 VCASEI RS07050 WP 089110644.1 ISWIVPMAWHPTNNNAVITVNLAMDPTPLIELDAETLHQRMYTKRDDLAPNELPVPLKLVHLNKCPVLAPAKTLTAENAD 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!*!!!!!!*!!!! ! !* !! !!*!!!!!!!* !*!!* *!!!! !!!!!*!!!!!!!!!*!!!!!!!!!!!!

logo

K
RIG IDREKQCLADHNLANI

V
I
L
K
R
Q
SHPE IREKL IVATI

V
F
Y
N
S
I
QEREFYANQDENSDNVDSTQLYASGFFSPADKRAATI

M
D
E I IRETTAPEKNLGSTLADI

L
R
SVAKDAK

NTDB id 70317 VCASEI RS07050 WP 089110644.1 RIGIDRKQCLDNLAILKSHPEIREKLIAIYNIEREYAQDNNVDTQLYSGFFSPADKATIDIIRETAPEKLGTLDLSVKDA 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus *!!!!! !!! *! *** !!!!!!!!* ** !!!* !* !!*!!! !!!!!!!*! **!!! !!!! !!*! * ! !

logo R I EPLLFRYRARHFYPHWTLSTDETEQQRKRWALAHCRDEYFYERSNI
LEEGYMLNLENLAVHYEHYEQASDAPAKKI

M
A
DI LKSVYHQYVEKSLAICS

NTDB id 70317 VCASEI RS07050 WP 089110644.1 RIEPLLFRYRARHFPWTLSETEQQKWLAHCREYYESNIEEYMLNLENLAYEYESDAAKIDILKSVYQYVESLIS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!!*!*!!**!!! *! !!!!*!*! !*! !!!!!!!! *!* !* !* !!!!!!*!!! ! *

X non conserved

X similar

X ≥ 50% conserved


