
logo MKI L IVEDDFLVIAESLANSELKSKWNYDGVI
KVVENQFDDKI LMESDI FHNEQHMDQPQLVLLDINLPTLNGFHWCQE I

MRKTVSNVP I IMF I SSR
NTDB id 70191 JMUB898 RS01550 WP 002444548.1 MKILIVEDDLVIAESLANELSKWNYDVKVVENFDKIMEDFHEMDPQLVLLDINLPTLNGFHWCQEMRKVSNVPIMFISSR 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!!!!!!!! !!!!!!! !! !!!! ! !!!*!! !* !* * !!!!!!!!!!!!!!!!!!!!!*!! !!!!!*!!!!!
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NTDB id 70191 JMUB898 RS01550 WP 002444548.1 TDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVSNDELDVKGCKLILDEAKLIKEGEAVQLSLTELQILK 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! ! !!!! !!!!!!!** *!!!!!!!!!!!

logo

L
MLFQNEDGKYVSRTATL I EKCWESENF IDDNTLAVNMTRLRKKLNSSTIGVDNDHF I EITKKNVGYKRV

NTDB id 70191 JMUB898 RS01550 WP 002444548.1 MLFQNEGKYVSRTTLIEKCWESENFIDDNTLAVNMTRLRKKLSSIGVDHFIETKKNVGYRV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus *!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!! *!! !!!!!!!*!
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