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NTDB id 70168 HAS68 RS06705 WP 002934974.1 .MAVKHTHELIYCSFCGKNQEEVKKIIAGNNVFICNECVELAQEIIREELAEEVLTDLADTPKPQELLNILNNYVIGQDRAKRAL 84
NTDB id 379 SMU RS04375 WP 002262816.1 MAGNRTNDVTVHCSFCGKNQDEVKKIIAGNGVFICNECVELSQEIIREELAEEVLADLSEVPKPKELLAILDSYVIGQDRAKRAL 85
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logo AVAVYNHYKR INSFQTDESQRDDENQDVDLQKSNI LMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENI LLKL ILQAADFY
NTDB id 70168 HAS68 RS06705 WP 002934974.1 AVAVYNHYKRINFQDSRDENDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENILLKLLQAADF 169
NTDB id 379 SMU RS04375 WP 002262816.1 AVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENILLKLIQAADY 170
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VDTKNI LF IVGGAFDGI EDE
NTDB id 70168 HAS68 RS06705 WP 002934974.1 NIDRAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPNQEMIHVDTKNILFIVGGAFDGIEE 254
NTDB id 379 SMU RS04375 WP 002262816.1 NVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQIDTKNILFIVGGAFDGIED 255
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logo IVKQRLGEKI IGFGHQNNKRAKIDDEKQESSYMQEHI IASDEDIQKFGI
L IPEFL IGRLPVFLAALDEQLTTVDEDLVKR I LTEPKNALVKQYQTLLSYDDG

NTDB id 70168 HAS68 RS06705 WP 002934974.1 IVKQRLGEKIIGFGHNNRAIDEKESYMQHIIADDIQKFGIIPELIGRLPVFAALDQLTTEDLVRILTEPKNALVKQYQTLLSYDD 339
NTDB id 379 SMU RS04375 WP 002262816.1 IVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQLTVDDLVKILTEPKNALVKQYQTLLSYDG 340
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logo VELDEFDEQDEALLQAIAEQKAI ERKTGARGLRS I I EETMLDLVMFE I
VPGSQDEDNVKTCRVR I

VTKAKAVDEGKTDEKP I
LLETAS

NTDB id 70168 HAS68 RS06705 WP 002934974.1 VELDFDEDALLAIAEKAIERKTGARGLRSIIEETMLDVMFEVPGQDNVKRVRVTKAAVDGKEKPLLETA. 408
NTDB id 379 SMU RS04375 WP 002262816.1 VELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCVRITKKAVEGTDKPILETAS 410
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