
logo MNHYI
LRATIGSML I LVYSMLATAFLF IDKVFVNI IYFQGMFYTQI FG IPVFLFLNI

L
I
L I I LLC I IVGSVLAYKINQQNDWIKSTQI ERS

NTDB id 70162 EL289 RS05060 WP 002445475.1 MNHYLRAIGSMLILVYSMLTAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNILIILLCIIVGSVLAYKINQQNDWIKSQIERS 85
NTDB id 5 SA RS09760 WP 001017131.1 MNHYIRTIGSMLILVYSMLAAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNLIIILLCIIVGSVLAYKINQQNDWIKTQIERS 85
consensus !!!!*! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo

I
MEGETVGINDQNI

LE I
LYSETLDI

LYHTLVPLNQELHKRLRLMKTQNLMTNENYNI
LNDVKVKKI I EDERQRLARELHDSVSQQLFAASMML

NTDB id 70162 EL289 RS05060 WP 002445475.1 IEGETVGINDQNLELYSETLDIYHTLVPLNQELHRLRMKTQNMTNENYNLNDVKVKKIIEDERQRLARELHDSVSQQLFAASMML 170
NTDB id 5 SA RS09760 WP 001017131.1 MEGETVGINDQNIEIYSETLDLYHTLVPLNQELHKLRLKTQNLTNENYNINDVKVKKIIEDERQRLARELHDSVSQQLFAASMML 170
consensus *!!!!!!!!!!!*!*!!!!!!*!!!!!!!!!!!!*!!*!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SAIKESTKLEPPLDQQIP I
VLEKMVQDSQLEMRALLLHLRP I

LGLKDKSLGEGIKDLVIDLQKKVPMKVVHE IQDFKVPKGI EDHLFR
NTDB id 70162 EL289 RS05060 WP 002445475.1 SAIKESKLEPPLDQQIPVLEKMVQDSQLEMRALLLHLRPIGLKDKSLGEGIKDLVIDLQKKVPMKVVHEIQDFKVPKGIEDHLFR 255
NTDB id 5 SA RS09760 WP 001017131.1 SAIKETKLEPPLDQQIPILEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHEIQDFKVPKGIEDHLFR 255
consensus !!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ITQEAI SNTLRHSNGSTKVTVELFNKDEDYLLLR I
VQDNGKGFNVDEKFLEQSYGLKNMRERALE IGATFHIVSLPDSGTR I EVKAPLN

NTDB id 70162 EL289 RS05060 WP 002445475.1 ITQEAISNTLRHSNGSKVTVELFNKEDYLLLRVQDNGKGFNVDEKFEQSYGLKNMRERALEIGATFHIVSLPDSGTRIEVKAPLN 340
NTDB id 5 SA RS09760 WP 001017131.1 ITQEAISNTLRHSNGTKVTVELFNKDDYLLLRIQDNGKGFNVDEKLEQSYGLKNMRERALEIGATFHIVSLPDSGTRIEVKAPLN 340
consensus !!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KEDESSYDNDGD
NTDB id 70162 EL289 RS05060 WP 002445475.1 KEDESNGD 348
NTDB id 5 SA RS09760 WP 001017131.1 KEDSYDD. 347
consensus !!! *
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