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IELRLTL LR VIR R I T ST YT

NKIYFLRISTLPLSLGQESCVIRIVPQ FIMQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALNLN
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o AR TN IS

VISIEDPVEMQIPGIVQINVN KAGINYVNSFKAILRCDPDVILIGEIRDK VAKCVIQASLSGHLVLTTLHATDCKGAI
VISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGAI
VISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGAI
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LRLLEMGISVQELIQATNLIINQRLVTTIKQQRQLVCEILSQQQLYFFSHNHSLP SFKIYLEGZWKLDDMTKAGVICE TM
LRLLEMGISVQELIQATNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETTM
LRLLEMGISVQELIQATNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETTM

DKYI 324
DKYI 324
DKYI 324

X non conserved
B similar
> 50% conserved
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