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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH..DTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTG 168
NTDB id 70068 ALSL RS11475 WP 126539295.1 YGNVDAAVNALKAGAFDFVSKPVDIAMLRRLVRTALKLAEERRGAGQEPAARGDERLVGDSPAMQQVRIAIGKLARNQAPVYIAG 168
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA.....EEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISG 163
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLL 253
NTDB id 70068 ALSL RS11475 WP 126539295.1 ESGVGKELVARLIHEQGPRAAGPFVPVNCGAIPAELMESEFFGHRRGSFTGAHADKEGLFQAAHGGTLFLDEVAELPLHMQVKLL 253
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLL 248
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPK 338
NTDB id 70068 ALSL RS11475 WP 126539295.1 RAIQEKAVRPIGAREEVPVDVRILSATHKNLAALVEQGQFRQDLFYRINVIELRVPPLRERRGDVPRLAAHILRQLAAKNGTPPG 338
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAA 333
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYL 423
NTDB id 70068 ALSL RS11475 WP 126539295.1 RLTQEALQALEAYDFPGNVRELENILERAMAMCEGEEITVADLMLPQRSAAPTAPASA..TPATAATVTPVDAAGVPGVPLEDYI 421
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEG.........AASL.......SEIDNLEDYL 402
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 70068 ALSL RS11475 WP 126539295.1 SHLERSAIIKALEESRYNKTAAARKLGITFRALRYKLKKLGID....... 464
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