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NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNN..GKTTVSNVIYDTKSNTTKAVKNVKNTVVSVINY 78
NTDB id 539 SM12261 RS09395 WP 000681587.1 MK.HLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTESTS.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 256 KZH43 RS10270 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNNS.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 215 SPD RS10945 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNNS.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 181 SPR RS10425 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNNS.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 145 SP RS11450 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNNS.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 70014 SA27298 RS09605 WP 003032033.1 MK.NSSNFTKKLLLLFMVLAIGFIGGLLGNLTSSKLSTNSSTT....TKVNQVTTAYKNTNSTTQAVSKVKDAVVSVITY 75
NTDB id 425 SGO RS10525 WP 012131081.1 MK.NSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITY 79
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NTDB id 381 SMU RS09890 WP 002262650.1 QKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDL 158
NTDB id 539 SM12261 RS09395 WP 000681587.1 SANR.QNSVFGNDD.T...DTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 256 KZH43 RS10270 WP 000681597.1 SANR.QNSVFGNDD.T...DTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 215 SPD RS10945 WP 000681597.1 SANR.QNSVFGNDD.T...DTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 181 SPR RS10425 WP 000681597.1 SANR.QNSVFGNDD.T...DTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 145 SP RS11450 WP 000681597.1 SANR.QNSVFGNDD.T...DTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 70014 SA27298 RS09605 WP 003032033.1 ANNNSQNSVFGNDD.SNNNNDNSQQVASEGSGVIYKKDGKYAYLVTNTHVISGAKKVDIRLADGNKVPGEIVGSDTYSDI 154
NTDB id 425 SGO RS10525 WP 012131081.1 SESNSDA.IFDNNN....SGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDI 154
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NTDB id 381 SMU RS09890 WP 002262650.1 AVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGN 238
NTDB id 539 SM12261 RS09395 WP 000681587.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 256 KZH43 RS10270 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 215 SPD RS10945 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 181 SPR RS10425 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 145 SP RS11450 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 70014 SA27298 RS09605 WP 003032033.1 SVVRISADKVKSVAEFGDSSKLTVGETAIAIGSPLGSNYANTVTQGIISSLNRNVSLKSEDGQTISTQAIQTDTAINPGN 234
NTDB id 425 SGO RS10525 WP 012131081.1 SVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGN 234
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NTDB id 381 SMU RS09890 WP 002262650.1 SGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDTL 318
NTDB id 539 SM12261 RS09395 WP 000681587.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRL 309
NTDB id 256 KZH43 RS10270 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
NTDB id 215 SPD RS10945 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
NTDB id 181 SPR RS10425 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
NTDB id 145 SP RS11450 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
NTDB id 70014 SA27298 RS09605 WP 003032033.1 SGGPLVNIQGQVIGITSSKIAS..N..GGTSVEGLGFAIPSNDVINIINQLEANGTVTRPALGIQMIDITNLSSSDLSRL 310
NTDB id 425 SGO RS10525 WP 012131081.1 SGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRL 312
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NTDB id 381 SMU RS09890 WP 002262650.1 KIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQ 398
NTDB id 539 SM12261 RS09395 WP 000681587.1 NIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSG 389
NTDB id 256 KZH43 RS10270 WP 000681597.1 NIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG 389
NTDB id 215 SPD RS10945 WP 000681597.1 NIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG 389
NTDB id 181 SPR RS10425 WP 000681597.1 NIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG 389
NTDB id 145 SP RS11450 WP 000681597.1 NIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG 389
NTDB id 70014 SA27298 RS09605 WP 003032033.1 KLPSKITSGVVVRSAQSGMPAEGKLQKYDVITKVDDKEISSTSDLQSALYKHSIGDNIKITFYRDGKETTTTIKLTKSTK 390
NTDB id 425 SGO RS10525 WP 012131081.1 KLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTD 392
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