
logo MDTVKFFTKLLTKRYVLLLVFLAL I IVGLVI
VFVYGLVFLSSTYFLNSFYYGKEKPELLVYTKIAQSSQQDNANFNFIDSKRSSKQI

KEMDKQKNTWAMV
NTDB id 69982 SA27298 RS04485 WP 003024595.1 MDTVKFFTKLLTRYVLLLLALIIGLVFVYGLVFSSYFSFYGKEKPELLYTKIAQSSQQNNFNFDKSSKIEMDKQNTWAMV 80
NTDB id 373 SMU RS05275 WP 002262199.1 MDTVKFFTKLLTKYVLLVFALIVGVIFVYGLVFLTYLNYYGKEKPELVYTKIAQSSQQDAFNISKRSQKEMDKQKTWAMV 80
consensus !!!!!!!!!!!!*!!!!* !!!*!**!!!!!!! *! *!!!!!!!!*!!!!!!!!!! !! ! ! !!!!! !!!!!

logo LNQDGNQIVQSYHRLPKQGQLKRHYTNATDMVKFSRWYLDEDYPVFSYVRGQQI LVFLGYPKKHYSLAKFNFYALNTQF IKRNFLHSLGFLV
NTDB id 69982 SA27298 RS04485 WP 003024595.1 LNQDGNIVQSYHLPKGLKRHYTNTDMVKFSRWYLEDYPVFSYVRGQQILVLGYPKKHSLAKFNFYANTQFIRNFLSLGLV 160
NTDB id 373 SMU RS05275 WP 002262199.1 LNQDGQIVQSYRLPQQLKRHYTNADMVKFSRWYLDDYPVFSYVRGQQILVFGYPKKYSLAKFNFYLNTQFIKNFLHLGFV 160
consensus !!!!!*!!!!!*!! !!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!*!!!!!!!! !!!!!*!!!*!! !

logo FLGI I FLLFL I F IVLFLSHRSKLR IKKE I
MEP I IVSTALVTFSLSQGQNSAIALNEKGNFSE IKTALNETSHI LEESNMTMKEQWIRGVSHDL

NTDB id 69982 SA27298 RS04485 WP 003024595.1 FLGIILLLIFILLSRSKLRIKKEMEPIITAVTSLSQGQNIALNEKGNFSEIKTALNETSHILEESNTMKEQWIRGVSHDL 240
NTDB id 373 SMU RS05275 WP 002262199.1 FLGIIFLFIFVLFSHSKLRIKKEIEPIVSALTFLSQGQSAALNEKGNFSEIKTALNETSHILEESNMMKEQWIRGVSHDL 240
consensus !!!!! ! !!*! !*!!!!!!!!*!!!**!*! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!

logo RNPLML I SGYNTSQLEQQYGHKGKQTEEQI ENQIQNTMKEMI SNLNLMSYLLDNQKHRHSEKFSSLDLAVAVVLRSTVIADI LNNYETI
V
I
T

NTDB id 69982 SA27298 RS04485 WP 003024595.1 RNPLMLISGYNSQLEQQYGKGKQTEEIENQIQTMKEMISNLNMSYLLDNQKHHSEFSSLDLVAVLRTVIADILNNYETIT 320
NTDB id 373 SMU RS05275 WP 002262199.1 RNPLMLISGYTSQLEQQYGHGKQTEQIENQIQNMKEMISNLNLSYLLDNQKRHSKFSSLDLAVVLRSVIADILNNYETVI 320
consensus !!!!!!!!!! !!!!!!!!*!!!!! !!!!!! !!!!!!!!!*!!!!!!!!*!! !!!!!! !!!*!!!!!!!!!!!*

logo LHFDLPTEAVLVKGDEAVTLLERAFRNLLLNS I IKHSGSNQIDLTYQLFSDNKVI
L I I IADKQGDTITAQKITVELNQKSTNYESHGM

NTDB id 69982 SA27298 RS04485 WP 003024595.1 LHFDLPTEAVLVKGEVTLLERAFRNLLLNSIIHSGSNQIDLTYQLSDNKVLIIIADQGDITAQKITELNQKSTNYESHGM 400
NTDB id 373 SMU RS05275 WP 002262199.1 LHFDLPTEAVLVKGDATLLERAFRNLLLNSIKHSGSNQIDLTYQLFDNKVIIIIADKGTITAQKIVELNQKSTNYESHGM 400
consensus !!!!!!!!!!!!!!* !!!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!*!!!!! ! !!!!!! !!!!!!!!!!!!!!

logo GTVITKQI IKLHQGE I
TVFLSDNHQPGLKVI

TI SVLPLVTVDKDEF
NTDB id 69982 SA27298 RS04485 WP 003024595.1 GTVITKQIIKLHQGEIVFLDNQPGLKVIISLPLVKD. 436
NTDB id 373 SMU RS05275 WP 002262199.1 GTVITKQIIKLHQGETVFSDNHPGLKVTIVLPVTDEF 437
consensus !!!!!!!!!!!!!!! !! !!*!!!!! ! !!* **

X non conserved

X similar

X ≥ 50% conserved


