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NTDB id 421 SGO RS10260 WP 012131060.1 ............................................MKFRKQHYRAQVDTRDCGVAALAMIFGYYGSYFSLA 36
NTDB id 483 SM12261 RS00275 WP 000668315.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 511 SMSK321 RS10730 WP 000668322.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 247 KZH43 RS00220 WP 000668290.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 206 SPD RS00235 WP 000668290.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 171 SPR RS00230 WP 000668290.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 131 SP RS00255 WP 000668284.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 69967 SA27298 RS02615 WP 026248154.1 ............................................MVNLKKSFVPQIDARDCGIAALASIARYYGSNYSLA 36
NTDB id 358 SMU RS01425 WP 002263523.1 MKQVIYVVLIVIAVNILLEIIKRVTKRGGTVSSSNPLPDGQSKLFWRRHYKLVPQIDTRDCGPAVLASVAKHYGSNYSIA 80
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NTDB id 421 SGO RS10260 WP 012131060.1 TLREKAKTTNDGTTALGLVKVAEGLNFETRAFKADMSLFDLEEVSYPFIAHILKDGKLLHYYVVTGQDKHTIHIADPDPQ 116
NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKGSIHIADPDPG 116
NTDB id 247 KZH43 RS00220 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 206 SPD RS00235 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 171 SPR RS00230 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 131 SP RS00255 WP 000668284.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 69967 SA27298 RS02615 WP 026248154.1 HLRELAKTDKEGTTALGIVKAAKEMGFETRPIQADMTLFDTEELPYPFIVHINKNGNLQHYYVVYKNEKKHLLIGDPDPT 116
NTDB id 358 SMU RS01425 WP 002263523.1 YLRELSKTNKQGTTALGIVEAAKKLGFETRSIKADMTLFDYNDLTYPFIVHVIKGKRLQHYYVVYGSQNNQLIIGDPDPS 160
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LASTL ILVTLVIDNIVGSY
NTDB id 421 SGO RS10260 WP 012131060.1 VKMTKIS.........RERFEQEWTGITIFLAPSPAYKPSQEKKNGLLDFIPLLIKQKGLITNIVLATLLVTLINIVGSY 187
NTDB id 483 SM12261 RS00275 WP 000668315.1 VKLTKLP.........RERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTLINIVGSY 187
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VKLTKLP.........RERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSY 187
NTDB id 247 KZH43 RS00220 WP 000668290.1 VKLTKLP.........RERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSY 187
NTDB id 206 SPD RS00235 WP 000668290.1 VKLTKLP.........RERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSY 187
NTDB id 171 SPR RS00230 WP 000668290.1 VKLTKLP.........RERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSY 187
NTDB id 131 SP RS00255 WP 000668284.1 VKLTKLP.........RERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSY 187
NTDB id 69967 SA27298 RS02615 WP 026248154.1 VKITKISKEQFITKISKEQFAKDWTGVAIFLAPKPSYKPHKDKKNGLASFLPLIFKQRSLIFYIVLASLLVTLINIVGSY 196
NTDB id 358 SMU RS01425 WP 002263523.1 VKVTRMS.........KERFQSEWTGLAIFLAPQPNYKPHKGEKNGLSNFFPLIFKQKALMTYIIIASLIVTLIDIVGSY 231
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VFEQTHLPMSFFATRRTGE I ITVS
NTDB id 421 SGO RS10260 WP 012131060.1 YLQSIIDTYVPDHMKTTLGMISIGLIIVYILQQFLSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVS 267
NTDB id 483 SM12261 RS00275 WP 000668315.1 YLQSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVS 267
NTDB id 511 SMSK321 RS10730 WP 000668322.1 YLQSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVS 267
NTDB id 247 KZH43 RS00220 WP 000668290.1 YLQSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVS 267
NTDB id 206 SPD RS00235 WP 000668290.1 YLQSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVS 267
NTDB id 171 SPR RS00230 WP 000668290.1 YLQSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVS 267
NTDB id 131 SP RS00255 WP 000668284.1 YLQSIIDTYVPDQMRSTLGIISIGLVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVS 267
NTDB id 69967 SA27298 RS02615 WP 026248154.1 YLQGVLDEYIPNQMKSTLGIISIGLIIAYILQQMMSFSRDYLLTVLSQRLTIDVILSYIRHIFELPMSFFATRRTGEIIS 276
NTDB id 358 SMU RS01425 WP 002263523.1 YLQGILDEYIPDQLISTLGMITIGLIITYIIQQVMAFAKEYLLAVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITS 311
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NTDB id 421 SGO RS10260 WP 012131060.1 RFTDANRIIDALASTILSIFLDVSIVSIIAIVLFSQNSSLFFLTLLGIPVYALIIFLFMKPFEKMNHETMEANSLLSSSI 347
NTDB id 483 SM12261 RS00275 WP 000668315.1 RFTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFITLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSI 347
NTDB id 511 SMSK321 RS10730 WP 000668322.1 RFTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSI 347
NTDB id 247 KZH43 RS00220 WP 000668290.1 RFTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSI 347
NTDB id 206 SPD RS00235 WP 000668290.1 RFTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSI 347
NTDB id 171 SPR RS00230 WP 000668290.1 RFTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSI 347
NTDB id 131 SP RS00255 WP 000668284.1 RFTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSI 347
NTDB id 69967 SA27298 RS02615 WP 026248154.1 RFTDANSIIDALASTILSLFLDLSIVMIVGNVLLLQNTNLFLLTLLAIPIYALIIFAFMKPFEKMNNDVMQSNAMVNSAI 356
NTDB id 358 SMU RS01425 WP 002263523.1 RFTDANQIIDAVASTIFSIFLDMTMVILVGGVLLAQNNNLFFLTLLSIPIYAIIIFAFLKPFEKMNHEVMESNAVVSSSI 391
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NTDB id 421 SGO RS10260 WP 012131060.1 IEDINGIETIKSLTSEKQRYQKIDKEFVTYLKKSFAYGRSESLQKVLKAAARLILNVLILWLGATLVMDQKISLGQLITY 427
NTDB id 483 SM12261 RS00275 WP 000668315.1 IEDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITY 427
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IEDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITY 427
NTDB id 247 KZH43 RS00220 WP 000668290.1 IEDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITY 427
NTDB id 206 SPD RS00235 WP 000668290.1 IEDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITY 427
NTDB id 171 SPR RS00230 WP 000668290.1 IEDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITY 427
NTDB id 131 SP RS00255 WP 000668284.1 IEDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITY 427
NTDB id 69967 SA27298 RS02615 WP 026248154.1 IEDINGIETIKSLTSEESRYQKIDSEFVDYLDKTFKLSKYSIMQTALKQGAQLILNVVILWVGASLVMSQKISIGQLITF 436
NTDB id 358 SMU RS01425 WP 002263523.1 IEDINGMETIKSLTSESARYQNIDSEFVDYLEKNFKLHKYSAIQTALKSGAKLILNVVILWYGSRLVMDNKISVGQLITF 471
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NTDB id 421 SGO RS10260 WP 012131060.1 NTLLVYFTNPLENIINLQTKLQSARVANERLNEVYLVKSEFEEKKLIKDLSHFQADIDFRGVSYKYGYGANVLSEIDLHI 507
NTDB id 483 SM12261 RS00275 WP 000668315.1 NTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVSYKYGYGRDVLLDINLTI 507
NTDB id 511 SMSK321 RS10730 WP 000668322.1 NTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVTSEFEEKKTVEDLSLMKGEMTFKQVYYKYGYGRDVLSDINLTI 507
NTDB id 247 KZH43 RS00220 WP 000668290.1 NTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTV 507
NTDB id 206 SPD RS00235 WP 000668290.1 NTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTV 507
NTDB id 171 SPR RS00230 WP 000668290.1 NTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTV 507
NTDB id 131 SP RS00255 WP 000668284.1 NTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTV 507
NTDB id 69967 SA27298 RS02615 WP 026248154.1 NTLLSYFTSPLESIINLQTKLQSAKVANHRLNEVYLVESEFKTKQVLTEKRFLAGDITFHNVSYKYGFGRDTLSDISLTI 516
NTDB id 358 SMU RS01425 WP 002263523.1 NALLSYFSNPIENIINLQSKLQSARVANTRLNEVYLVESEFEKDGDLSENSFLDGDISFENLSYKYGFGRDTLSDINLSI 551
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NTDB id 421 SGO RS10260 WP 012131060.1 PAGSKTSFVGVSGSGKTTLAKMMVHFYAPNQGDICLGGVNLNQLDKQALRQYINYLPQQPYVFNGTILENLLLGAREGTT 587
NTDB id 483 SM12261 RS00275 WP 000668315.1 PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILDNLLLGAKEGTT 587
NTDB id 511 SMSK321 RS10730 WP 000668322.1 PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTT 587
NTDB id 247 KZH43 RS00220 WP 000668290.1 PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTT 587
NTDB id 206 SPD RS00235 WP 000668290.1 PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTT 587
NTDB id 171 SPR RS00230 WP 000668290.1 PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTT 587
NTDB id 131 SP RS00255 WP 000668284.1 PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGSVNLNQIDKKALRQYINYLSQQPYVFNGTILENLLLGAKEGTT 587
NTDB id 69967 SA27298 RS02615 WP 026248154.1 KKGDKISLVGISGSGKTTLAKMIVHFYEPYQGQIRLNGNDLKTIDKKVLRQYINYLPQQAYIFSGSILENLTLGADQTVS 596
NTDB id 358 SMU RS01425 WP 002263523.1 KKGSKVSLVGASGSGKTTLAKLIVNFYEPNKGIVRINGNDLKVIDKTALRRHISYLPQQAYVFSGSIMDNLVLGAKEGTS 631
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NTDB id 421 SGO RS10260 WP 012131060.1 QEDILRAVELAEIRSDIERMPLNYQTELSADGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIIDNLMVL 667
NTDB id 483 SM12261 RS00275 WP 000668315.1 QEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLMAL 667
NTDB id 511 SMSK321 RS10730 WP 000668322.1 QEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPILILDEATSSLDILTEKRIVDNLMAL 667
NTDB id 247 KZH43 RS00220 WP 000668290.1 QEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL 667
NTDB id 206 SPD RS00235 WP 000668290.1 QEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL 667
NTDB id 171 SPR RS00230 WP 000668290.1 QEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL 667
NTDB id 131 SP RS00255 WP 000668284.1 QEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL 667
NTDB id 69967 SA27298 RS02615 WP 026248154.1 QSDILRACEIAEIRSDIEQMPMGYQTELS.DGAGLSGGQKQRIALARALLTKSPILILDEATSGLDVLTEKKVIDNLMKL 675
NTDB id 358 SMU RS01425 WP 002263523.1 QEDIIRACEIAEIRSDIEQMPQGYQTELS.DGAGISGGQKQRIALARALLTQAPVLILDEATSSLDILTEKKIISNLLQM 710
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NTDB id 421 SGO RS10260 WP 012131060.1 .DKTIIFIAHRLTIAERSEQVVVLDQGRIVESGSHKELIEREGFYHHLVNS 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 .DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGNHADLLAQGGFYAHLVNS 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 .DKTLIFIAHRLTIAERTEKVVVLNQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 .DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 206 SPD RS00235 WP 000668290.1 .DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 171 SPR RS00230 WP 000668290.1 .DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 131 SP RS00255 WP 000668284.1 .DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 69967 SA27298 RS02615 WP 026248154.1 PDKTIIFVAHRLSISKRTNQIIVLDQGKVIETGSHTELIERKGFYYHLFNK 726
NTDB id 358 SMU RS01425 WP 002263523.1 TEKTIIFVAHRLSISQRTDEVIVMDQGKIVEQGTHKELLAKQGFYYNLFN. 760
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