logo

NTDB
NTDB
NTDB
NTDB

id 69956 SA27298 RS01620 WP 003031106.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 69956 SA27298 RS01620 WP 003031106.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 69956 SA27298 RS01620 WP 003031106.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 69956 SA27298 RS01620 WP 003031106.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 69956 SA27298 RS01620 WP 003031106.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 69956 SA27298 RS01620 WP 003031106.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

O AL ST D TS TR ARV

Q
MKKSKWLALAGVALLIVGILAACSSKSSTSGTTYGYVYNSDPE LDYITSNTGPTK BAVTNGVDGLMEADKYGNLVPSVA

MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA
MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA

30 VA T s

8w VSKDGLTYTYK REKPEWKWYTSEGEEYARVISANDEVTGLKMAADIK 18 YLVQDS IGLDEY

EDWSVSEDGLTYTYKIRKG KWYTS GEEYA VTAKDFVTGLKHAAD[EKAG YLVQDSIAGLSDYLSGEINKDFSNVGVK
EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLSGTNKDFSNVGVK
EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLSGTNKDFSNVGVK

P e

AID YTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK
AIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK

LA D S

R SRSl

DI\ K T[M¥A LNKEWFRQAINFAM Rp¥ Y& QEINGKDGAT|QY RNpR#VPIZ{FVSHGDKTFGD V FKIRRYGEEWSK N)#
DI\EK STKKALLNKDFRQ INFAIDRWAYQSQ NGKDGARLA RNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN|3
DSJEKSSTKKALLNKDFRQAINFAIDRISAYQSQINGKDGATLA RNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN)3
DMJEKSSTKKALLNKDFRQAINFAIDRIMAYQSQINGKDGATL RNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN|®

&WMMMMWMWH&MMMWM&

159
160
160
160

238
240
240
240

318
320
320
320

398
400
400
400

478
480
480
480



,SYANAAADDWNSVA

DUDTssee ool LA

NTDB id 69956 SA27298 RS01620 WP 003031106.1 556
NTDB id 475 HSISS4 RS07005 WP 021143809.1 560
NTDB id 324 STU RS16140 WP 011226306.1 560
NTDB id 292 STER RS06940 WP 011681419.1 560
consensus

VRYQBYA@AQAVHDSSW VAL %L—QV DKN§SSDY&KWK QEKWKEYE%BEWE

A TV NLYS R RSY L N LMBI S

NTDB id 69956 SA27298 RS01620 WP 003031106.1 i 635
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MR YDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGAS QVGDKNSERIDYIZKYVKPQEKVVTKKEYEQSREKWLKEEEE)
NTDB id 324 STU RS16140 WP 011226306.1 VRYDRYAQAQAWLEDSSLVIPLTVGNGAAPRISRLTPFTGASLQVGDKNSSRDYMKYVKPQEKVVTKKEYEQSREKWLKE[EESIN
NTDB id 292 STER RS06940 WP 011681419.1 640

consensus

logo

NTDB id 69956 SA27298 RS01620 WP 003031106.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1

NTDB id 292 STER RS06940 WP 011681419.1 KKESNEKAQKDLEKHVK
consensus Pk Dl b D kb b D1

X non conserved
B similar
>50% conserved



