
logo

MKF
M
E
M
F
N
M
G
I
T
M
D
R
I
K
N

F
T
Y
T
S
E
I
L
P
R
K

G
R
T
A
K

A
M
L
D
R
N
Q
K
Q
R
A
E
A
V
C
I

F
I
L

A
R
H
E
D
K
L
R
SAEYQFELMYEVAALEHGQHRLYFAQEGCHYASDGNSPRNTFYI

L
G
ETSAEWHI

V
LLAILGSAFLMASVFRTENEINTVHDGHPTSENSGYGTS IVAAYGKSLAALSVTFLQTANAGEDLMFYGNEPALDVYGSDRE I

S
V
M

E
R
H
S
D

D
F
K
S
I
L
E
L
Q
D
E
R

K
Y
I
L

D
Q
E
A
H
L
V
T
E

E
V
A
D
S
T
A
F
I
M
V
L
I
S
V
E
L
C
G
S
V
A
L

I
Q
R
M
T
N
G
E
C
Q
T
K
V
K
R
D
I
P
Y
R
K
S
S
D
S
L
E
H
Q
S
N
V
D
E
K
L
S
K
V
D
E
D
K
M
N
P
I
T

D
L
R
S
F
I

NTDB id 241 SP RS04015 WP 000882523.1 ....................................................................MLCQNCKI.......ND 10
NTDB id 85 BSU 00860 NP 387967.1 ..MMFGRFTERAQKVLALAQEEALRLGHNNIGTEHILLGLVREGEGIAAKALQALGLGSEKIQKEVESLIGRGQ........EMS 75
NTDB id 610 V4T04 RS10165 WP 012897346.1 MKFENIKYTPTLDRILEKAEEYAHQYQYGTIESAHLLAAMATTSGSIAYSLLAGMNVDSSDLLIDLEDLSS........HVKVKR 77
NTDB id 377 SMU RS09275 WP 002262344.1 ....MTDYSLKMQEVFRLAQFEAARFESSYLESWHVLLAMVEIDSSVAGLSFAEFEADVRFEDYQAAAILAIGKKPKSSSN..DI 79
NTDB id 297 STER RS00545 WP 011680614.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVTGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLSESDII 81
NTDB id 329 STU RS10020 WP 011225298.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVPGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLSESDII 81
NTDB id 69465 SR187 RS08730 WP 120172274.1 .....MKTSIGLRQALEDAQLVAHRYACDYLETWHLLLSFVFNHNTVAGAVLAEYPVSVS..DYEHATFVVTGKVYR..EELKPL 76
NTDB id 287 SP RS11210 WP 001109712.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMD..RLEEVALELTETDYS..QD.ETF 75
NTDB id 290 KZH43 RS10025 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMD..RLEEVALELTETDYS..QD.ETF 75
NTDB id 289 SPD RS10700 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMD..RLEEVALELTETDYS..QD.ETF 75
consensus * *** ** *** *** * *** ************ * **** ** ** ** ** *** * * *

logo

M
Q
R
D
S
T

I
E
L
T

I
R
L
E
R
A
H
P
Y
L
Q
F
T
Y
S
H
K
T
R
P
N
A
R
A
L
D
N
K
E
Q

K
R
V
A
E
I

M
T
V
L

I
M
T
F
L

A
E
S
T
Q
D

A
L
E
S
A
A
K
M
S
Q
E

A
D
E
F
G
K
Y

E
L
V
I
S
A
E
I
Q
R
S
H
K
V
G
N
L
T
V

N
K
G
H
H
Q
S
A
E
S
V
K
A
Y
Q
E
V

F
I
L
V
D
G
L
S
T
C
E
Q
H
I
N
L
V
C
F
L
F
L
M
Y
G
K
A
F
L
M
I
I
L
K
Q
R
H
L
E
N
T
V
H
D
DES
P
G
K

NNSLFKGMER
T
D
N
D
S
G
A
L

F
T
V
M
L
G
N
V
A
A
L
N
S
C
T
Q
R
D
V
L
I
F
L
K
N
D
E
K
N
P
L
V
R

F
L
V
AGDVFFHQSALFYNKEKDASDKDGRSKEQDSKQPIVLNKRFLQIVIALSADLLRKREVSNI

LEAKERYNRTA
NTDB id 241 SP RS04015 WP 000882523.1 STIHLYTNLN............GKQKQIDLCQNCYKIIKTDPNNSLFKGMTDLNNRDFDPFGDFF.................... 63
NTDB id 85 BSU 00860 NP 387967.1 QTIHYTPRAKKVIELSMDEARKLGHSYVGTEHILLGLIRE.G........EGVAARVLNNLGVSLNKARQQVLQL..L....... 142
NTDB id 610 V4T04 RS10165 WP 012897346.1 STLRFSPRAEEVMTAASFLAIHNNSEAVGTEHLLYALLQV.E........DGFGLQLLKL.........QKINIVSLRKELEKRT 144
NTDB id 377 SMU RS09275 WP 002262344.1 MLLEQSHALKRTLAEAAAISQVTHAKEVGTEHVLFAMLLN.P........NLLATRILELVGFHAKDDGESIRLLDLRKVIERYA 155
NTDB id 297 STER RS00545 WP 011680614.1 DLRAQSPALEAMLQEAQEIASVTGAVEVGSEHVLMAFLLH.K........DLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERNA 157
NTDB id 329 STU RS10020 WP 011225298.1 DLRAQSPALEAMLQEAQGIASVTGAVEVGSEHVLMAFLLH.K........DLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERNA 157
NTDB id 69465 SR187 RS08730 WP 120172274.1 RILPLSKRLDETTSLAKKIAEVLKAKQFGTEHLFMAMLLD.K........RSTASQILDKVGFHFEDSDDKIRFLDLRKNLEARA 152
NTDB id 287 SP RS11210 WP 001109712.1 TELPFSRRLQVLFDEAEYVASVVHAKVLGTEHVLYAILHD.S........NALATRILERAGFSYEDKKDQVKIAALRRNLEERA 151
NTDB id 290 KZH43 RS10025 WP 001109677.1 TELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHD.G........NALATRILERAGFSYEDKKDQVKIAALRRNLEERA 151
NTDB id 289 SPD RS10700 WP 001109677.1 TELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHD.G........NALATRILERAGFSYEDKKDQVKIAALRRNLEERA 151
consensus * * ** ** ** ** ***** ** *********** * ******** *** * * * **** *** ** **

logo GFLWKTSVRKNPQEEDI
S
L
N
K
K
N
A
A
F
L
I
F
V
H
R
P
T
E
P
D
S
Q

S
V
L
M
R

M
N
S
H
R

T
R
K
G
R
T
P
P
R
V
K
I
M
A
K
PPTQSGGGYGGNGGVY

A
S
D

G
R
S
K
P
S
A
N
Q

A
E
Q
N
S

T
A
N
S
G
R
S
V
N
M

S
G
A
F

Q
A
N
S

D
A
N
M
A
K
L
Q
M
T
M
G
K
P
T
V
Q
M
A
N
P
E
S
Q
P
S
N
Q
T
A
Q
P
S
E
N
Q
T
V
S

K
S
T
P
G
L
T
E
GLDAEESDLVFYAGSTI

S
K
H
R

N
D
V
LTAEEIQLAKERDELQRSDGDRSNKI

LDEP I
M
VIGRSEDDQAEKELIDIQSRLVMVIHEQ

NTDB id 241 SP RS04015 WP 000882523.1 ....NDLNNFRPSSNTPPIPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIE 144
NTDB id 85 BSU 00860 NP 387967.1 G.................................SNETGSSAAGTNSNANTPTLDSLARDLTAIAKEDSLDPVIGRSKEIQRVIE 194
NTDB id 610 V4T04 RS10165 WP 012897346.1 GLKVPESKKAVTPMSKRKM..............A........KGVAENSTTPTLDSVSSDLTEEARLGKLDPMIGREAEIDRLIH 207
NTDB id 377 SMU RS09275 WP 002262344.1 GFSKEDIKAIF.EMRKPKK..............VKNSSSFSDLMKPP.SVTGELADFTRDLTELARQGRLEPVIGREQEISRMVQ 224
NTDB id 297 STER RS00545 WP 011680614.1 GLSKQDLKAIH.DLRKPKK..............SKASANFANMMQPPQSSTGELADYTKDLTALAESGNLDPVIGRDEEISRMIQ 227
NTDB id 329 STU RS10020 WP 011225298.1 GLSKQDLKAIH.DLRKPKK..............SKASANFANMMQPPQSSTGELADYTKDLTALAESGNLDPIIGRDEEISRMIQ 227
NTDB id 69465 SR187 RS08730 WP 120172274.1 GFSKEDLKAIR.SVMKGRK..............ARPANVGQMMGMPPTPQSGGLEDYTRDLTALARDGKIEPVIGRDAELSRMIQ 222
NTDB id 287 SP RS11210 WP 001109712.1 GWTREDLKALR.QRHRTVA..............DKQNSMANMMGMPQTP.SGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQ 220
NTDB id 290 KZH43 RS10025 WP 001109677.1 GWTREDLKALR.QRHRTVA..............DKQNSMANMMGMPQTP.SGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQ 220
NTDB id 289 SPD RS10700 WP 001109677.1 GWTREDLKALR.QRHRTVA..............DKQNSMANMMGMPQTP.SGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQ 220
consensus *********** * * * ** * * ****** ** !*******!**!******!*!!!* !**!***



logo

V
I LNSRRKTKNNPVL IVGDEPAGVGKSTAVIL IVAYELGLAQKQRVI IVANDSNSGAQEDVPEHITAFGIKSEMLLMQRAGNKDSKMKQRI

V
I
M
L
A
R
T
ELNDVLMAGVMTNSLVI

V
Q
AGTGKR I

Y
FRGQEDFEDERLMKQTNAKQNLVIMVIANEDKDEVI SREKQSAEARDEPGHNDKQI

V
V
I
I
LF ID

NTDB id 241 SP RS04015 WP 000882523.1 ILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFID 229
NTDB id 85 BSU 00860 NP 387967.1 VLSRRTKNNPVLIGEPGVGKTAIAEGLAQQIINNEVPEILRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQAGNIILFID 279
NTDB id 610 V4T04 RS10165 WP 012897346.1 ILSRRTKNNPVLVGEPGVGKSAIIEGLAQRIVNGQVPIGLMNSRIMALNMATVVAGTKFRGEFEDRLTAIVEEVSSDPDVIIFID 292
NTDB id 377 SMU RS09275 WP 002262344.1 ILSRKTKNNPVLVGDAGVGKTALAYGLAQRIVDSAVPFELADMKVLELDMMSVVAGTRFRGDFEERMNQIIADIEADGHIVLFID 309
NTDB id 297 STER RS00545 WP 011680614.1 VLSRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIILFID 312
NTDB id 329 STU RS10020 WP 011225298.1 VLSRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIILFID 312
NTDB id 69465 SR187 RS08730 WP 120172274.1 ILSRKTKNNPVLVGEAGVGKTALALGLAQRVADGDVPTSLLDMRVLELDLMSVIAGTRFRGDFEERMNNIVNDIEEDGKVILFID 307
NTDB id 287 SP RS11210 WP 001109712.1 ILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFID 305
NTDB id 290 KZH43 RS10025 WP 001109677.1 ILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFID 305
NTDB id 289 SPD RS10700 WP 001109677.1 ILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFID 305
consensus *!*!*!!!!!!!*!**!!!!*!***!!!!******!! *********!*******!!**!!*!!*!********* ** ***!!!

logo E I
LHETLIVIMGASGGSAGAMSI EDGSANVTI

M
N
LDAGSANI LKPSALARGDSETFLHQRCLMTI

VGATTYLQDGHNAEEYRQKI
Y
HI EKDEAALVESRRLMFQARPKI

V
K
N
Q
T
V
I
D
E
Q
EPTSEPVESADDETASYMIADQTI LKLTNQGI

L
Q
R
K
D
E
G
K
S
A

R
K
S
T
F
YEATDKHYHKQHR

NTDB id 241 SP RS04015 WP 000882523.1 EIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHH 313
NTDB id 85 BSU 00860 NP 387967.1 ELHTLIGAGG.AEGAIDASNILKPSLARGELQCIGATTLDEYRKYIEKDAALERRFQPIQVDQPSVDESIQILQGLRDRYEAHHR 363
NTDB id 610 V4T04 RS10165 WP 012897346.1 ELHTIIGAGGGMDSVNDAANILKPALARGDFQMVGATTYHEYQKYIEKDEALERRLARINVDEPSPDEAIAILQGLREKFEDYHQ 377
NTDB id 377 SMU RS09275 WP 002262344.1 ELHTIMGSGSGIDSTLDAANILKPALARGSLRTIGATTQEEYQKHIEKDAALSRRFAKVTIEEPSEEEAYQILLGLKKSYETYHH 394
NTDB id 297 STER RS00545 WP 011680614.1 ELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLRSSYEDYHR 397
NTDB id 329 STU RS10020 WP 011225298.1 ELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLRSSYEDYHR 397
NTDB id 69465 SR187 RS08730 WP 120172274.1 ELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQGEYQKHIEKDAALVRRFAKVTIEEPTVEDSIAILTGLKGTFEKYHK 392
NTDB id 287 SP RS11210 WP 001109712.1 ELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHR 390
NTDB id 290 KZH43 RS10025 WP 001109677.1 ELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHR 390
NTDB id 289 SPD RS10700 WP 001109677.1 ELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHR 390
consensus !*!***!*!*******!!*!!!!!*!!!!*****!!!!**!!***!!!!*!!*!!********!****** !!*!** **! *!*

logo VI
K
R
S
T
Q

F
Y
I
G
S
T
E
D
Q
D
E
A
T
AI
V
K
M
R
E
S
V
A
TAAVMSTKGYALMS

A
D
K
N
V
HRYMILQSTGDSKRKFHNLPDKSAIDL ILDEAGASSAAKTMVKNRQGILVNLSTKRLSVAI FNKFGNTHKKTEQVDPQSKTPAKNTADELPRKDALTKRSGVYEDI

L
D
E
S
T
K
Q
E
K
RLADI EVAEQREKNDLSE

P
K
A
L
S
D
A
H
Q
E
KATVLQRIMAEKTDSELNQRGEKDFYIWQEGKLTKAQSVAKRSVARSTYKQFKQLELRYI LDAKQTAKI

M
V
E
N

A
E
K
R
Q
R
K

NTDB id 241 SP RS04015 WP 000882523.1 VQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFVDP..KVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAK 396
NTDB id 85 BSU 00860 NP 387967.1 VSITDDAIEAAVKLSDRYISDRFLPDKAIDLIDEAGSKVRLRSFTTPPNLKELEQKLDEVRKEKDAAVQSQEFEKAASLRDTEQR 448
NTDB id 610 V4T04 RS10165 WP 012897346.1 VKFTDQAIKSAVMLSVRYMTSRKLPDKAIDLLDEAAAAVKISVKNQQTKRLDLEKELAEAQEELSEAVIKLDIKASRTKEKAVEK 462
NTDB id 377 SMU RS09275 WP 002262344.1 VIISDAAVMAAVKGAHRYLSGKNLPDSAIDLLDEASATVQGLVKKK..APAYLT........DLDHALITNDYQLAKRLLKKEK. 468
NTDB id 297 STER RS00545 WP 011680614.1 VTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKKE..DKREIT........PLDEALISGDIGAAVKQYKANQ. 471
NTDB id 329 STU RS10020 WP 011225298.1 VTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKKE..AKREIT........PLDEALISGDIGAAVKQYKANQ. 471
NTDB id 69465 SR187 RS08730 WP 120172274.1 VRIGEDTVRVAVSYAKRYLTSKNLPDSAIDLLDEASATVQNRIKGQS.TETGLT........SLDKALMARKYKTVSKLLLKMR. 467
NTDB id 287 SP RS11210 WP 001109712.1 VQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDLS........PADKALMDGKWKQAAQLIAK... 464
NTDB id 290 KZH43 RS10025 WP 001109677.1 VQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDLS........PADKALMDGKWKQAAQLIAK... 464
NTDB id 289 SPD RS10700 WP 001109677.1 VQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDLS........PADKALMDGKWKQAAQLIAK... 464
consensus ! ********!*****!!**** !!!*!!!!*!!!********* *** *** !** **** ** ** *



logo

I
L
Y

A
K
R

D
E
K
M
Q

I
Q
V

Y
E
D
E
K

D
F
T
E
S
E
K
KSWKEKI

K
P
T
V
A
E

L
Q
S
T
K
V

D
G
L
E
F
P

D
K
P
Q
V
D
E
K
Y
D
N
T
P
R
K

L
P
Q
S
A
D

S
E
L
I
V
K
S
D
T
D
V
A
E
K
Q
E
D
S

A
T
Q
D
V
I
A
E
V
M
L
E
H
M
A
Q
T

I
V
T
A
I
V
L
E
S
K
Q
S
T
R
K
W
LTSNGVIP I

V
A
G
K
S
T
E
Q

D
Q
K
I
M
L
A
K
S
T
E
K

Q
A
K
S
T
E
D
Q
T
A
S
S
D
K
Q
R
K
L
Y
I
L
H
S
N
M
L
A
E
K
N
R
E
S
A

D
I
ELKHSKHRVVIGQEDADQEAI

V
D
V
S
K
S
A
V
I
A
S
K
RAVIRRANRQAVSGVLIAGKRVDST

NTDB id 241 SP RS04015 WP 000882523.1 YKEMQ...K...KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGT 475
NTDB id 85 BSU 00860 NP 387967.1 LREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKD 533
NTDB id 610 V4T04 RS10165 WP 012897346.1 IADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVAD 542
NTDB id 377 SMU RS09275 WP 002262344.1 ........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRV 540
NTDB id 297 STER RS00545 WP 011680614.1 ........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRT 543
NTDB id 329 STU RS10020 WP 011225298.1 ........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRT 543
NTDB id 69465 SR187 RS08730 WP 120172274.1 .....EEDE.....TSEVYDLEVTEEDILETLSRLSGIPVAKLSQSETKKYLSLEEELHKRVIGQDAAISAVSRAIRRNQSGIRT 542
NTDB id 287 SP RS11210 WP 001109712.1 .......EE.....EVPVYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRS 537
NTDB id 290 KZH43 RS10025 WP 001109677.1 .......EE.....EVPVYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRS 537
NTDB id 289 SPD RS10700 WP 001109677.1 .......EE.....EVPVYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRS 537
consensus * * ******** ********!* ************** *!***!*!!**!******!*!!***!***

logo

S
P
H
G
N
R
KRPMIGSF ILMFVLGPTGVGKTELSARKQALADIQEESVI

V
LFGDSDAEEDSNSAMLLIR I

V
FDMSEFYMEKHFSAVTAASKRL IVNGSAPPGYVGYDEEAGGQELTERKVRHRNNKPYSLVI

V
LLLFDE

NTDB id 241 SP RS04015 WP 000882523.1 PNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDE 560
NTDB id 85 BSU 00860 NP 387967.1 PKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDE 618
NTDB id 610 V4T04 RS10165 WP 012897346.1 SRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDE 627
NTDB id 377 SMU RS09275 WP 002262344.1 GKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDE 625
NTDB id 297 STER RS00545 WP 011680614.1 GKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDE 628
NTDB id 329 STU RS10020 WP 011225298.1 GKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDE 628
NTDB id 69465 SR187 RS08730 WP 120172274.1 GRRPIGSFMFLGPTGVGKTELAKALAQVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDE 627
NTDB id 287 SP RS11210 WP 001109712.1 HKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDE 622
NTDB id 290 KZH43 RS10025 WP 001109677.1 HKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDE 622
NTDB id 289 SPD RS10700 WP 001109677.1 HKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDE 622
consensus *!!*!!!*!*!!!!!!!!!!***!!***!*******!*!!!!*!!!*****!*!*!!!!!!!*!*!*!!!*!!**!!!**!*!!

logo

I
VEKAHPDVIMFHNMIVFMLLQI

VLEDDGFRVVLTDGTSQRKGRTKVSDFKRSDNATI LI IMTSNAVLGTAGSTEKALKRRTDENDAKSYTVGFNGVAALQKNRSTDFLEIGTRSAHQRFSNDYQHSKQEDHNAVMTKQEDNASKKSRVMI LMFGEELGKNRKFHVSAFYSRPEFLMIN
NTDB id 241 SP RS04015 WP 000882523.1 VEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREGR.....TNSVLGELGNFFSPEFMN 638
NTDB id 85 BSU 00860 NP 387967.1 IEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFIN 703
NTDB id 610 V4T04 RS10165 WP 012897346.1 VEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLN 712
NTDB id 377 SMU RS09275 WP 002262344.1 VEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFIN 710
NTDB id 297 STER RS00545 WP 011680614.1 IEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFIN 713
NTDB id 329 STU RS10020 WP 011225298.1 IEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFIN 713
NTDB id 69465 SR187 RS08730 WP 120172274.1 VEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGALDLSRSHEHVEKRIFEELKKAYRPEFIN 712
NTDB id 287 SP RS11210 WP 001109712.1 VEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFIN 707
NTDB id 290 KZH43 RS10025 WP 001109677.1 VEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFIN 707
NTDB id 289 SPD RS10700 WP 001109677.1 VEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFIN 707
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NTDB id 241 SP RS04015 WP 000882523.1 RFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEK 723
NTDB id 85 BSU 00860 NP 387967.1 RIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHK 788
NTDB id 610 V4T04 RS10165 WP 012897346.1 RIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKA 797
NTDB id 377 SMU RS09275 WP 002262344.1 RIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLAS 795
NTDB id 297 STER RS00545 WP 011680614.1 RIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVS 798
NTDB id 329 STU RS10020 WP 011225298.1 RIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVS 798
NTDB id 69465 SR187 RS08730 WP 120172274.1 RIDEKVVFHSLTESHMQDVVKVMVQPLIAVVADKGIRLKLQPSALKLLAKEGYDPEMGARPLRRLLQTKLEDPLAEMLLRGELPT 797
NTDB id 287 SP RS11210 WP 001109712.1 RIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVA 792
NTDB id 290 KZH43 RS10025 WP 001109677.1 RIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVA 792
NTDB id 289 SPD RS10700 WP 001109677.1 RIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVA 792
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KATENVKSSEKEK
NTDB id 241 SP RS04015 WP 000882523.1 DLKAVM.TSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 85 BSU 00860 NP 387967.1 GQHIVLDVEDGEFVVKTTAKTN........ 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 GNHVSIGASNKKIKIAQIV........... 816
NTDB id 377 SMU RS09275 WP 002262344.1 GQTLKIGIQKEKLKFDIV............ 813
NTDB id 297 STER RS00545 WP 011680614.1 GQTLKIGCSKDKLTFTVV............ 816
NTDB id 329 STU RS10020 WP 011225298.1 GQTLKIGCSKDKLTFTVV............ 816
NTDB id 69465 SR187 RS08730 WP 120172274.1 GLTLKVGVKGAQIRFDIVN........... 816
NTDB id 287 SP RS11210 WP 001109712.1 GSTLKIGVKAGQLKFDIA............ 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 GSILKIGVKAGQLKFDIA............ 810
NTDB id 289 SPD RS10700 WP 001109677.1 GSILKIGVKAGQLKFDIA............ 810
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X ≥ 50% conserved


