
logo MKGAI LIATF ILFL I FGCVIVVVFHEFGHFYFFAKRASGI LVREFAVIGMGPKI FAHTGKDGTLVYTIRMI LPLGGYVRMAGWGEDKTTE IKTGTSPVAS
NTDB id 69464 SR187 RS08680 WP 120172261.1 MKGILAFIFIFGVIVVVHEFGHFYFAKRAGILVREFAVGMGPKIFAHTGKDGTLYTIRMLPLGGYVRMAGWGEDKTEIKTGTPVS 85
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
consensus !!*!**!**!!*!!!!*!!!!!!*!!!!*!!!!!!!!*!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!*!!!!!!*!*!

logo LSTLNGEKTDGVKVTRR INLSGDKRQLVDNQLTALPMS
NVTSAFYDFLEKDQKLETITGLVLEGESTKTYKEVDHDATIVEEDGTEVLR IAPLKDVQYQNATSVIWGRLMI

NTDB id 69464 SR187 RS08680 WP 120172261.1 LSLNETGVVTRINLSGKQLDNLALPMSVTSFDFEKQLEITGLVLEESKTYKVDHDATIVEEDGTEVRIAPLDVQYQNATVWGRLM 170
NTDB id 323 STU RS10650 WP 011225396.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
NTDB id 291 STER RS01205 WP 011680685.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
consensus !*!***!*!*!!!!!**!*!**!!!!*!!**!*!**!*!!!!!!*!*!!!*!!!!!!!!!!!!!!*!!!!*!!!!!!!**!!!!*
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NTDB id 69464 SR187 RS08680 WP 120172261.1 TNFAGPMNNFILGIVVFILLMFMQGGVADISNNAVTITDGGALQAAGLVTGDKILSVNGEVTSSYKQVATIISAAAKEATSAPSF 255
NTDB id 323 STU RS10650 WP 011225396.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
NTDB id 291 STER RS01205 WP 011680685.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
consensus !!!!!!!!!!!!!**!!!*!*!*!!!!*!*!*!******!!!*!**!!*!!!*!***!*************************!*
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NTDB id 69464 SR187 RS08680 WP 120172261.1 HL.VVEHEGKTKNVTVIAEKVDGAYRIGISPILKTGFFDKVIGGIQEAGERALLIVTALKNLIAHFDVKQLGGPVAIYNVSAQAA 339
NTDB id 323 STU RS10650 WP 011225396.1 SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
NTDB id 291 STER RS01205 WP 011680685.1 SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
consensus ***!****!******!******!*!**!*!!*!!!!**!!**!!*!*!*!*!**!***!!*!!**!****!!!!!!****!!!!*
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NTDB id 69464 SR187 RS08680 WP 120172261.1 EFGWTSVLGLMAMLSINLGIFNLIPIPALDGGKIVMNILEAIRRKPLKPEIESYITLAGVAFMVVLMLVVTWNDILKVFF 419
NTDB id 323 STU RS10650 WP 011225396.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus !*!**!*!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!**!!!!!!!!!!!!*!!!!!**!!!!!!***!!
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